IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.01G163800

Gene Model: SbRi0.01G163800.1.p
Description: SbrEXPB-01

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio
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Specific hits B | Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E.value
[+ DPEB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins ... 63-186 5.48e-T1
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol Pl, Pl and PlIl from Lelium perenne 194-273 4.68e-25

>SbrEXPB-01

MLCCAVGEQRKTDSQSTVVSKSGRVCCCMASTLQLLFSIAITALAFFLHPCASTEFRR
ELYGWSNGIATWYGAADGAGTDGGACGYQNAVDQPPFSSMIAAGCSSIYDSGKGCG
SCYQVVCTGNEACSGNPVTVVITDECPDCPCPDDQVHLDMSGTAFGALAKPGQESQ
LRGAGAIQIQYTRVQCEWPGVDVTFSVESGSNPNYLAVLIEYEDSDSDLYSVDIMQQ
GQGGTTGQWVPMQQSWGAVWKINSGAVLQGPFNIRLTFSSGRVLVAGNAIPAGWN
AGVAYRSGGVAVARARPRSGVCRRYEAAGALHLFVLSVVLLML*

CDS (coding sequence)
>SbhrEXPB-01

ATGCTTTGTTGTGCTGTTGGTGAGCAGAGAAAGACGGATTCACAGAGCACGGTGG
TCTCCAAGTCTGGCAGGGTGTGTTGTTGTATGGCTTCCACGCTCCAGCTGTTGTTT
TCCATTGCCATCACAGCTTTGGCCTTTTTCCTCCACCCATGTGCATCCACTGAGTT
CCGCCGTGAGCTCTATGGTTGGTCCAATGGCATTGCTACATGGTATGGAGCAGCT
GATGGTGCCGGAACTGATGGTGGTGCTTGTGGATACCAGAATGCTGTGGACCAGC
CACCCTTCTCATCCATGATTGCCGCTGGCTGCTCTTCCATCTACGACTCTGGCAAG
GGCTGTGGCTCTTGCTATCAGGTTGTATGCACCGGCAATGAGGCTTGCTCTGGTA
ACCCGGTGACTGTCGTCATCACCGACGAGTGCCCTGATTGCCCGTGTCCAGATGA
CCAGGTCCACTTGGACATGAGCGGGACAGCGTTTGGCGCCTTGGCCAAGCCCGGG
CAGGAGAGCCAGCTGCGTGGCGCTGGTGCCATCCAAATCCAGTATACCCGGGTGC
AGTGCGAGTGGCCTGGCGTGGACGTGACCTTCTCGGTGGAGTCCGGCTCCAACCC
GAACTACCTGGCCGTGCTGATCGAGTACGAGGACAGCGACAGCGACCTCTACTCC
GTGGACATCATGCAGCAGGGTCAGGGCGGCACGACGGGGCAGTGGGTGCCGATG
CAGCAGTCGTGGGGCGCCGTGTGGAAGATCAACTCCGGCGCCGTCCTCCAGGGLCC
CCTTCAACATCCGCCTCACCTTCAGCTCTGGCAGGGTGCTCGTCGCCGGCAACGC
CATACCTGCGGGGTGGAACGCCGGCGTCGCGTACCGGTCAGGCGGCGTGGCTGT
GGCGAGGGCCAGGCCCCGGAGCGGTGTCTGCCGGCGCTACGAGGCTGCCGGAGC
ACTGCACCTTTTCGTGTTGTCAGTGGTATTGTTGATGCTGTGA




Nucleotide
>ShrEXPB-01

CCTGTACAGGACTACTGAATTCCACTCTTCTGCCGTTGTATGCTTTGTTGTGCTGT
TGGTGAGCAGAGAAAGACGGATTCACAGAGCACGGTGGTCTCCAAGTCTGGCAG
GTAAGAAACCCTCAGCTGTCGCCTTATTGGTAGCTTTGTTCAGAGTGGTATCGAA
AATTGACACTTCAGGTTCCACTAACTAATATACTTAGTACAAATGGTCCAGCTGG
TTCTTGTTTTCAGAGGAACAATAGTTCACTTAACATAGCTACTACTACTACTAGTA
TACAAGCCTGACCATTATTGGGACAATTTATCTGATATAAAAGATGCTTGTAGGT
GGCAGTTACAGATCCAAAGCTACGCATAGTTGGCTCTCTAATGCCTATGCCTCTA
GTCTTTGTGGAAGTATGGTTAAAGAAGGTTTGGATTGGTTTGAGTTTAGGGTGAG
GGGGGTGAATCCGTGAATGGCAAGTTCTTATGTCAGCTGGTTTGTGACCCAAATG
TGCTCAAGGTCGCCAAGCCAAATTTTGCTTCTACTAGATTATGTGTTGACCCATTT
GCACATAATTTCATAATTTGCAACCTGGACTCATTGTGAAGTGAGCGTGCAGATT
GGATGTTATGGTGGTTGTGTGAGCATGCAAATTGGACGTTCTATTTCCTTTTCCGT
TATGACCTGTTTAAGTTAATTCAACTAGATCTAAAGTTGTAAAGTGATCAAAAGT
ACTAATGTCATCTTATTGGCATAGTACTTTGACTTCTTATGTGAATCTTGTAATCA
TGCCTATTTATCAGAGACTTGTGACCAAATCTATGCAGAGGCTATCATGAATCAT
GATACCAAATCTATGCAGAGGTTCAAATTGTTAAGAAATCAGTTGATCATGAGTA
GCTAATCTTTGATAAACCGCAGCCTAGATGTAGCATTTCATTGTGTGAGAACAAA
GATGAAAATATTCTCAGATTTGTGTTTTTTTATTGACTTTTGATTGCTACCATATCA
GAATACTTTTTATGATAATTCAGGTAATGGTAAAATCCATTAGAGTTGATACCAT
ATCAGTATCTTTTTTAATGAAAATTCAGGTAAAGATAAAATCAATTGGAGTTAAT
ATATGCTTGCCCCTAGAGACTCCCACTAAGTAGGGAATTGAAACTAATGGCCTAA
AAAAGGGTTGCATTCATAATCAGGATTTATCAGATCGCTTATGTTTACCATATTCT
ATATTCACCACTCTGTAGGAGTTCGACTTGGTAACTTTGACCTTGAATTACGCCTA
CCAACTCTAACTTGTGTCTGCAACCACCTAGATTTATTCAGTGTCATCGTAGATCT
TTTGATGAAATAGGTCATAAATCCACCATATCATCTTTGAGAGTGTTAGATTTAAT
AAAAATTAATTCCATTATAATTGGATTACATATTTTAAGGTCTTCCTTGGGTTAAA
AAAGGTACATAAGAGTAAGGTCTAAGTAACAATTCATTTGCCTTCTCATAATAAC
TTTGTTGAACATACTTCATTAGGAGGCAACTCAGAACTCTTCCAAATTTACTCCCA
GTTGCCAATTGCCTACTGAATCTGTTTGGTAGTGTGTGTCTAATGCCTTCTACATT
AGAGAAACTGCAGTACTAAATCATGTAACTATAACTCTTGCTCCCCAGATGGCCA
AAGAGAGCCCCTGCCTGTTCTTATTCTGTCCTACACTACAGTCTTTATGCAAACTT
TCCATCACAACAGTGAAACGCTACTCTCTCTCTCACACCTGCTCTGTGCTACTTGT
CACAGGGTGTGTTGTTGTATGGCTTCCACGCTCCAGCTGTTGTTTTCCATTGCCAT
CACAGCTTTGGCCTTTTTCCTCCACCCATGTGCATCCACTGAGTTCCGCCGTGAGC
TCTATGGTTGGTCCAATGGCATTGCTACATGGTATGGAGCAGCTGATGGTGCCGG
AACTGATGGTAAGACATTACGTAAAATTAAAGTCGATGTGTCATAGTCACCACTT
AATAATTACCATGTATTAGCTCCACCAAACTGGTGCGCCTTGTAAAGTAATTCAC
ATGAAACTTTCAACGAAATATGTTGTAGGTGGTGCTTGTGGATACCAGAATGCTG
TGGACCAGCCACCCTTCTCATCCATGATTGCCGCTGGCTGCTCTTCCATCTACGAC
TCTGGCAAGGGCTGTGGCTCTTGCTATCAGGTGTGTATACCTCAGAGATTCAGAC
ACCATGCTCGTTCAGTCATTCCCGCCTGCCTTTTGACATCTGCAAGATTAATTATT
CATCAGGTTGTATGCACCGGCAATGAGGCTTGCTCTGGTAACCCGGTGACTGTCG
TCATCACCGACGAGTGCCCTGATTGCCCGTGTCCAGATGACCAGGTCCACTTGGA
CATGAGCGGGACAGCGTTTGGCGCCTTGGCCAAGCCCGGGCAGGAGAGCCAGCT



GCGTGGCGCTGGTGCCATCCAAATCCAGTATACCCGGTATGTCAAAAGAGAATTT
TTCTACCAATGCTCTGTAATTTCCATGTGCTTTTCAGTTGTATATACAGTAAAAAA
ACAAACGCCATATACAATGTGCTAACAATCTACCCTTGTATTGTGCAGGGTGCAG
TGCGAGTGGCCTGGCGTGGACGTGACCTTCTCGGTGGAGTCCGGCTCCAACCCGA
ACTACCTGGCCGTGCTGATCGAGTACGAGGACAGCGACAGCGACCTCTACTCCGT
GGACATCATGCAGCAGGGTCAGGGCGGCACGACGGGGCAGTGGGTGCCGATGCA
GCAGTCGTGGGGCGCCGTGTGGAAGATCAACTCCGGCGCCGTCCTCCAGGGLCCCC
TTCAACATCCGCCTCACCTTCAGCTCTGGCAGGGTGCTCGTCGCCGGCAACGCCA
TACCTGCGGGGTGGAACGCCGGCGTCGCGTACCGGTCAGGCGGCGTGGCTGTGG
CGAGGGCCAGGCCCCGGAGCGGTGTCTGCCGGCGCTACGAGGCTGCCGGAGCAC
TGCACCTTTTCGTGTTGTCAGTGGTATTGTTGATGCTGTGA





