IDENTIFICATION
Species: Olea europaea
Locus: Oeu047283

Gene Model: Oeu047283.1
Description: OeuEXPA-07
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Oeuropaea vl 0
KEGG: https://www.genome.jp/entry/T05244

EXTERNAL RESOURCES
http://olivegenome.org/
https://genomaolivar.dipujaen.es/db/index.php



https://phytozome-next.jgi.doe.gov/info/Oeuropaea_v1_0
https://www.genome.jp/entry/T05244
http://olivegenome.org/
https://genomaolivar.dipujaen.es/db/index.php
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DOMAIN ARCHITECTURE
Query sea, h-—-l-—-—-l——-l—--l—--l---l-—-—-l---l—--l—-i

Superfanilie: PLNO0OOS0O

Llst of domain hits

Name = Accession Description Interval E-value
|+] PLNO0050 super family 3! expansin A; Provisional 1-247 1.26e-133

SEQUENCES
Peptide
>0eUEXPA-07

MSLIIRVSFILALVISLAYGNEEGWIDAHATFYGGGDASGTMGGACGYGNLYSQGYG
TDTAALSTVLFNNGRSCGACFEIKCVNDQKWCLQGSIVVTATNFCPPNYALSNNAGG
WCNPPNHHFDLSQPVFQNIAQYQAGIVPVSYRRVPCKKMGGIRFTINGHSYFNLVLIT
NVGGAGDVQAVSVKGSRTGWLTMSRNWGQNWQSNADLDGQCLSFKVTTSDGHTV
VCNNAIPTGWSFGQTFTGGQFT*

CDS (coding sequence)
>0eUEXPA-07

ATGTCACTAATTATAAGGGTGTCTTTCATTCTTGCTTTGGTAATCTCACTTGCTTAT
GGCAATGAAGAGGGATGGATTGATGCTCATGCCACTTTCTATGGAGGTGGTGATG
CTTCTGGAACAATGGGTGGGGCTTGTGGCTATGGAAATTTATACAGCCAAGGGTA
CGGGACTGACACGGCGGCGTTGAGCACAGTACTGTTCAACAATGGGCGGAGTTG
TGGGGCTTGTTTTGAGATTAAATGTGTGAATGACCAAAAGTGGTGCCTCCAAGGC
TCAATTGTAGTCACTGCCACCAATTTTTGCCCTCCAAATTATGCACTTTCAAATAA
TGCTGGCGGGTGGTGCAACCCACCTAACCATCATTTTGATCTCTCTCAGCCTGTCT
TCCAAAATATTGCTCAATACCAAGCTGGGATTGTTCCTGTTAGCTATAGAAGGGT
ACCCTGCAAGAAGATGGGTGGCATCAGGTTCACAATCAACGGTCATTCTTACTTC
AACCTAGTCTTGATCACCAATGTTGGAGGCGCAGGCGATGTCCAAGCAGTTTCCG
TCAAAGGTTCAAGGACTGGTTGGTTAACCATGTCCCGAAATTGGGGTCAAAATTG
GCAAAGCAATGCTGATCTCGACGGTCAATGCCTCTCTTTCAAAGTCACCACCAGC
GACGGCCACACGGTGGTCTGCAACAATGCCATCCCGACCGGTTGGTCCTTCGGCC
AAACTTTCACGGGTGGACAATTTACTTGA

Nucleotide
>0eUEXPA-07

ATGTCACTAATTATAAGGGTGTCTTTCATTCTTGCTTTGGTAATCTCACTTGCTTAT
GGCAATGAAGAGGGATGGATTGATGCTCATGCCACTTTCTATGGAGGTGGTGATG
CTTCTGGAACAATGGGTACAACCCTTTATCTTTCTCGTTTTATTATACAATCCCTCT
TCGATTCACAGTTTTTAACGACTTGAAATCTTGCAGGTGGGGCTTGTGGCTATGG
AAATTTATACAGCCAAGGGTACGGGACTGACACGGCGGCGTTGAGCACAGTACT
GTTCAACAATGGGCGGAGTTGTGGGGCTTGTTTTGAGATTAAATGTGTGAATGAC



CAAAAGTGGTGCCTCCAAGGCTCAATTGTAGTCACTGCCACCAATTTTTGCCCTCC
AAATTATGCACTTTCAAATAATGCTGGCGGGTGGTGCAACCCACCTAACCATCAT
TTTGATCTCTCTCAGCCTGTCTTCCAAAATATTGCTCAATACCAAGCTGGGATTGT
TCCTGTTAGCTATAGAAGGTATATACACTTCAAGATATGTTTGCTCAACTAATCCA
AGGTTTATTTAGTTATCGAATTTTTCTGTTTCGTTTTGCTCACTCTATTTTACTTTTT
CACTTATTCCCTTTTTCTTCGTTCTTCCGGAACCCGTACAGAAGCGGGTGCTTTTTC
TACGATGTTTACCTTAGTTACTGGGGGATTTCGGGAAAGACCTATGTGGGGGCAT
TTTTGGGTGTAGAATGCTCGTTTAACCTCTGTATTCGCCTCTTTCATAGTTACATTA
ACTGGTTAAACTAATGGATTTCAACTTACCATCGAGATTTGAACTCAACAACTCG
AACTTTTTGGCCATTTTGTTAGGTTCATTACTATGTCTATTGAAAGGTTGGAATCA
ACTTGATTCTTAACAACTACACACTTATATAATTAGCCATCATTTATAAGATTAAC
GTATTTTCTTATTTCTTTTCATTCTTGTATGACCATGACATCCTTGTTTGTCCTTTGT
TTTGATTTTGCTTAGCCACGAAATTTATTTTTTGGGTCTAAAGTATTTGCTATGTCT
GCCATAAAATTGAGTTTGAGTAATGTTATTTAGCATAAGTAGTACAATCGGTCTA
TGTGGCTATAATTATAGCATTATTCATCGAGTTTTGGTTTTGATATTGATTTTGAT
GAATGTAGGGTACCCTGCAAGAAGATGGGTGGCATCAGGTTCACAATCAACGGT
CATTCTTACTTCAACCTAGTCTTGATCACCAATGTTGGAGGCGCAGGCGATGTCC
AAGCAGTTTCCGTCAAAGGTTCAAGGACTGGTTGGTTAACCATGTCCCGAAATTG
GGGTCAAAATTGGCAAAGCAATGCTGATCTCGACGGTCAATGCCTCTCTTTCAAA
GTCACCACCAGCGACGGCCACACGGTGGTCTGCAACAATGCCATCCCGACCGGTT
GGTCCTTCGGCCAAACTTTCACGGGTGGACAATTTACTTGA






