
IDENTIFICATION 

Species:  Zostera marina 

Locus: Zosma267g00290 

Gene Model: Zosma267g00290.1 

Description: ZmrEXPA-13 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Zmarina_v2_2  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Zmarina_v2_2


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>ZmrEXPA-13 

MKILLILFFGCFLSAASGAGGGGGGGGGGGGGYGYIYGGSYGSSSDSEGGGGAKGLS

SNWLSAHATFYGDESAASTMGGACGFGNLHSNGYGTDTAALSETLFKKGSSCGQCF

SIKCVESPHCSSRSPVITITSTNLCPPNWAQDSNDGGWCNPPRKHFDLSKPAFMKLAD

WKAGIIPINYKRVPCRKQGGIRFMFQGNDYWLLVFVINVGGSGDVSSMSVKGSGTD

WIPMSHNWGASYQAFGTLGGEALSFKVTTYTTRETMVFNNVAPSDWSTDLTYEADS

NFH* 

CDS (coding sequence) 

>ZmrEXPA-13 

ATGAAGATTCTTCTGATCTTATTCTTCGGATGCTTTCTCTCAGCTGCCTCCGGAGC

CGGTGGGGGAGGCGGTGGCGGAGGTGGGGGAGGCGGCGGATATGGATATATATA

TGGAGGGTCGTATGGAAGTAGTAGTGATAGTGAAGGAGGAGGAGGTGCGAAGGG

TTTGTCTAGCAACTGGCTTTCTGCACATGCAACTTTCTACGGCGACGAATCGGCG

GCGTCAACCATGGGTGGCGCGTGTGGTTTTGGGAACTTGCACAGTAATGGATATG

GAACAGACACGGCGGCGCTCAGCGAGACTTTGTTCAAGAAGGGCTCATCGTGTG

GGCAATGCTTTTCGATAAAATGCGTAGAATCTCCACATTGTAGTTCCAGATCTCC

GGTGATAACCATCACATCTACAAACCTCTGCCCACCCAACTGGGCACAGGACAGC

AACGACGGAGGCTGGTGCAATCCTCCCCGGAAACACTTTGACCTCTCCAAACCTG

CGTTCATGAAACTCGCCGATTGGAAGGCCGGCATAATCCCTATCAACTATAAACG

GGTTCCCTGCCGGAAGCAAGGAGGAATCAGATTCATGTTCCAAGGGAACGATTA

CTGGTTGTTGGTGTTCGTGATTAACGTCGGAGGGAGTGGAGACGTGTCGAGCATG

TCTGTTAAAGGCTCCGGCACCGATTGGATACCCATGAGCCATAACTGGGGAGCAT

CTTACCAGGCGTTTGGAACGTTGGGTGGAGAAGCTTTGTCGTTCAAAGTCACCAC

CTACACGACGAGAGAGACGATGGTGTTCAACAATGTTGCGCCGTCGGATTGGAG

CACCGATCTAACTTACGAAGCCGACTCTAATTTCCATTGA 

Nucleotide 

>ZmrEXPA-13 

ATGAAGATTCTTCTGATCTTATTCTTCGGATGCTTTCTCTCAGCTGCCTCCGGAGC

CGGTGGGGGAGGCGGTGGCGGAGGTGGGGGAGGCGGCGGATATGGATATATATA

TGGAGGGTCGTATGGAAGTAGTAGTGATAGTGAAGGAGGAGGAGGTGCGAAGGG



TTTGTCTAGCAACTGGCTTTCTGCACATGCAACTTTCTACGGCGACGAATCGGCG

GCGTCAACCATGGGTATGTACGTACGTACGTTGAGCTGTCCGTGACCATATGATT

TTCTGATCATTGAATGTCTAATTTGAATTCAGGTGGCGCGTGTGGTTTTGGGAACT

TGCACAGTAATGGATATGGAACAGACACGGCGGCGCTCAGCGAGACTTTGTTCA

AGAAGGGCTCATCGTGTGGGCAATGCTTTTCGATAAAATGCGTAGAATCTCCACA

TTGTAGTTCCAGATCTCCGGTGATAACCATCACATCTACAAACCTCTGCCCACCCA

ACTGGGCACAGGACAGCAACGACGGAGGCTGGTGCAATCCTCCCCGGAAACACT

TTGACCTCTCCAAACCTGCGTTCATGAAACTCGCCGATTGGAAGGCCGGCATAAT

CCCTATCAACTATAAACGGTAAATCTCGATATATTATCTCACACTCCTATAGCTAG

TCATATATACGTACGTATTTATCGAATAGATGGATGAATTTACGTAGGGTTCCCTG

CCGGAAGCAAGGAGGAATCAGATTCATGTTCCAAGGGAACGATTACTGGTTGTTG

GTGTTCGTGATTAACGTCGGAGGGAGTGGAGACGTGTCGAGCATGTCTGTTAAAG

GCTCCGGCACCGATTGGATACCCATGAGCCATAACTGGGGAGCATCTTACCAGGC

GTTTGGAACGTTGGGTGGAGAAGCTTTGTCGTTCAAAGTCACCACCTACACGACG

AGAGAGACGATGGTGTTCAACAATGTTGCGCCGTCGGATTGGAGCACCGATCTAA

CTTACGAAGCCGACTCTAATTTCCATTGA 




