
IDENTIFICATION 

Species: Oropetium thomaeum 

Locus: Oropetium_20150105_27747A 

Gene Model: Oropetium_20150105_27747A 

Description: OthEXPB-17 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Othomaeum_v1_0  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Othomaeum_v1_0


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>OthEXPB-17 

MASFSFKVIALAVLVSVLVTHGSCATPVNYSASAFVADPNWESARATWYGAPTGAG

PDDDGGACGFKHVNLAPFSSMTSCGNQPLYKDGKGCGSCYQIKCTNRNHPACSGNP

ETVIITDMNYYPVSKYHFDLSGTAFGALAKPGRNNELRHAGIIDIQFKRVPCNYPGQK

VTFHVEQGSNPVYFAVLVEFEDGDGDVVQVDLMEANSQSWTPMRESWGSIWRLDS

NHRLTAPFSLRVTNESGRKLVASKVIPANWAPNTYYRSISQY* 

CDS (coding sequence) 

>OthEXPB-17 

ATGGCCTCCTTCTCTTTCAAGGTGATCGCACTAGCTGTCCTCGTCTCTGTTCTTGTC

ACCCATGGCTCCTGCGCCACGCCCGTCAACTACAGCGCCTCCGCCTTCGTCGCCG

ACCCCAACTGGGAGTCCGCCAGGGCGACCTGGTACGGCGCGCCCACCGGCGCCG

GCCCTGACGACGACGGTGGTGCCTGCGGATTCAAGCACGTGAACCTGGCGCCGTT

CTCGTCCATGACGTCCTGCGGCAACCAGCCCCTGTACAAGGACGGCAAGGGCTGC

GGGTCCTGCTACCAGATTAAGTGTACCAACCGGAACCACCCTGCGTGCTCTGGCA

ACCCGGAGACGGTAATCATCACCGACATGAACTACTACCCCGTGTCCAAGTACCA

TTTCGACCTCAGCGGCACAGCCTTCGGCGCCCTGGCCAAGCCCGGCCGCAACAAC

GAGCTACGTCATGCCGGCATCATCGACATCCAGTTCAAGAGAGTGCCCTGCAACT

ACCCTGGCCAGAAGGTGACGTTCCACGTCGAGCAGGGCTCCAACCCTGTCTACTT

CGCGGTGCTTGTCGAGTTCGAAGACGGCGACGGCGACGTGGTGCAGGTGGACCT

CATGGAGGCCAACTCACAGTCATGGACGCCGATGCGCGAGTCCTGGGGATCCATC

TGGAGGCTCGACTCCAACCACCGGCTCACCGCGCCCTTCTCGCTGCGCGTCACCA

ACGAGTCCGGCAGGAAGCTGGTGGCCAGCAAGGTCATCCCGGCGAACTGGGCCC

CCAACACTTACTACCGCTCCATCTCCCAATATTAG 

Nucleotide 

>OthEXPB-17 

ATGGCCTCCTTCTCTTTCAAGGTGATCGCACTAGCTGTCCTCGTCTCTGTTCTTGTC

ACCCATGGCTCCTGCGCCACGCCCGTCAACTACAGCGCCTCCGCCTTCGTCGCCG

ACCCCAACTGGGAGTCCGCCAGGGCGACCTGGTACGGCGCGCCCACCGGCGCCG

GCCCTGACGACGACGGTACGTTGTAAAAGCACGCCATTCTTCCCGTTTGTTTCCGC

TCCATCGTTCATCAGATGCATGGCATTCGTGTTCTTGAGCAGCTTGAACATCCCTT

TCCCTTGACGATGTGCATGCAGGTGGTGCCTGCGGATTCAAGCACGTGAACCTGG



CGCCGTTCTCGTCCATGACGTCCTGCGGCAACCAGCCCCTGTACAAGGACGGCAA

GGGCTGCGGGTCCTGCTACCAGGTAGACGACGTCGTTGTCTGTCCTGTTCGAAAC

GGAAATCGATCGTAAAGCCGAGTAAAGGATAGTTTTGACTAACTATTTTTTGTTG

CTTGCTTCTTCTTCTCTGTTTATTTTTTCCCAGATTAAGTGTACCAACCGGAACCAC

CCTGCGTGCTCTGGCAACCCGGAGACGGTAATCATCACCGACATGAACTACTACC

CCGTGTCCAAGTACCATTTCGACCTCAGCGGCACAGCCTTCGGCGCCCTGGCCAA

GCCCGGCCGCAACAACGAGCTACGTCATGCCGGCATCATCGACATCCAGTTCAAG

AGGTGGGTAACATGCACAGCTCGATCGTGGAACAGACCCACTAGCGCTACAGGC

CAATCTGCTGCCCCTACTTAAATTGATTAATCATAAGTTCGATCTTCGCGTTCTAC

TACTACTACTTGCGTTTGTGACAGACATGGGGCCCTCTTGTTTTTGCTCTAAAAAA

ATTAACAACTGTGGGTCCCGACAAGTAAATTCTAAGAAATACGTATGCTGTAGCA

CTTCATGTACGTCATAATCTTATCGCCTGCAGTTGTTACTGTACTCAATCCGAACA

GGGGAAGCTAATAACGTAAACATGTCACATGCAGAGTGCCCTGCAACTACCCTG

GCCAGAAGGTGACGTTCCACGTCGAGCAGGGCTCCAACCCTGTCTACTTCGCGGT

GCTTGTCGAGTTCGAAGACGGCGACGGCGACGTGGTGCAGGTGGACCTCATGGA

GGCCAACTCACAGTCATGGACGCCGATGCGCGAGTCCTGGGGATCCATCTGGAG

GCTCGACTCCAACCACCGGCTCACCGCGCCCTTCTCGCTGCGCGTCACCAACGAG

TCCGGCAGGAAGCTGGTGGCCAGCAAGGTCATCCCGGCGAACTGGGCCCCCAAC

ACTTACTACCGCTCCATCTCCCAATATTAG 

 


