IDENTIFICATION

Species: Brassica oleracea capitata
Locus: Bol030152

Gene Model: Bol030152
Description: BolEXPB-04
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Boleraceacapitata vl O

EXTERNAL RESOURCES
http://www.ocri-genomics.org/bolbase/login.htm



https://phytozome-next.jgi.doe.gov/info/Boleraceacapitata_v1_0
http://www.ocri-genomics.org/bolbase/login.htm

GENE STRUCTURE

BolEXPE-04
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE
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Superfanilies DPBB_EXPB_N

PLN03023

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 422275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily. Beta-expansins 1-88 1.62e-54
[+] PLN03023 super family cl33621 Expansin-like B1; Provisional 4-192 4.95e-37
Peptide
>BolEXPB-04

MVSAGGPSLYKSGRGCGACYQIKCTSNQACSTNPVTVVITDECGQGCLTESVHFDLS
GTAFGAMAVPGQDSQLRNAGVLQILYRKVECNYNGEMVVFQVDGGSNAYYFAALV
EYVNGDGEIGQVELKQALESDTWLPMSHSWGAVWKLEVTSPLRAPLSLRLTYLDSG
KTVVASDVIPAGWQPGAKYKSNVNFQV*

CDS (coding sequence)
>BolEXPB-04

ATGGTATCAGCCGGAGGTCCATCGTTGTATAAGTCGGGGAGAGGATGTGGTGCAT
GTTATCAGATAAAATGCACTTCGAACCAGGCGTGTTCGACGAATCCTGTTACGGT
AGTGATTACAGACGAATGTGGACAAGGATGCCTCACAGAGTCGGTTCATTTCGAT
TTGAGCGGTACAGCGTTTGGTGCGATGGCCGTTCCCGGTCAAGATAGCCAGCTTC
GAAATGCAGGAGTTTTGCAGATTCTTTATAGAAAAGTTGAGTGCAACTATAATGG
CGAAATGGTGGTGTTTCAAGTGGACGGAGGTTCTAACGCCTACTACTTCGCGGCT
TTGGTTGAGTATGTAAACGGAGACGGTGAAATAGGCCAAGTTGAACTCAAACAA
GCGTTAGAATCTGACACATGGCTTCCAATGAGCCACTCATGGGGTGCGGTGTGGA
AGCTTGAAGTTACATCACCTTTGCGAGCTCCACTGTCTCTTCGGTTGACTTATCTA
GACTCCGGCAAGACCGTTGTGGCTTCTGATGTTATACCGGCTGGTTGGCAGCCCG
GTGCAAAGTATAAATCGAACGTAAACTTCCAAGTCTAG

Nucleotide
>BolEXPB-04

ATGGTATCAGCCGGAGGTCCATCGTTGTATAAGTCGGGGAGAGGATGTGGTGCAT
GTTATCAGGTTCTGCATGATCAAAATAATTACAATTAAGCAGAAGCGTTTAATAC
ATTTAAAATATATCAAAGTTTAAAAGGTTAAAAAAAATTATACGTTTGGTTAATA
TAATGCACAGATAAAATGCACTTCGAACCAGGCGTGTTCGACGAATCCTGTTACG
GTAGTGATTACAGACGAATGTGGACAAGGATGCCTCACAGAGTCGGTTCATTTCG
ATTTGAGCGGTACAGCGTTTGGTGCGATGGCCGTTCCCGGTCAAGATAGCCAGCT
TCGAAATGCAGGAGTTTTGCAGATTCTTTATAGAAAGTATACATGTCACATTAGA



TAAATAACTACAACAATATTGTTATATGCTAATGTTTGGTTTATTGATTTTGTTCT
AAATATTGTACTTTCATTTATATATGTTTGTAGAGTTGAGTGCAACTATAATGGCG
AAATGGTGGTGTTTCAAGTGGACGGAGGTTCTAACGCCTACTACTTCGCGGCTTT
GGTTGAGTATGTAAACGGAGACGGTGAAATAGGCCAAGTTGAACTCAAACAAGC
GTTAGAATCTGACACATGGCTTCCAATGAGCCACTCATGGGGTGCGGTGTGGAAG
CTTGAAGTTACATCACCTTTGCGAGCTCCACTGTCTCTTCGGTTGACTTATCTAGA
CTCCGGCAAGACCGTTGTGGCTTCTGATGTTATACCGGCTGGTTGGCAGCCCGGT
GCAAAGTATAAATCGAACGTAAACTTCCAAGTCTAG



