IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.4G008800

Gene Model: PhHAL.4G008800.1.p
Description: PhhEXLA-02

Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm
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DOMAIN ARCHITECTURE

Specific hits
Suparfaniliss b S
DPBB_R1pA_EXP_N-1ike superfamily

List of domain hits d
+ Name Accession Description Interval  E-value
[+] DPBB_EXLA_N ©d22276 N-terminal double-psi beta-barrel fold domain of the expansin-like A subfamily, Expansin-like 28-161 1.62e-47
[+] PLN03023 super family cl3362 Expansin-like B1; Provisional 60-268 1.76e-46

>PhhEXLA-02

MAAAMALPPPLLLLTISQFLPPASCSPPSNYYCDWCPRQSTASLLPPPAGDLGGTLGG
EGACGYGTAIAAELVGGYAVAAAGAEFFRDGAGCGACYQLRCRDRRVCGDGGVKV
VVTDAANRTGFLLAGEAFAAMANDGMADQIAGSDNVVPVDFRRIPCEYKRNLVVR
VEKGSRNPGQLAVRFLYQGGQTDIAAVEISQANRTQLASSWQPMARLRRVWRATRA
PAGPLRLRLVVTAGFGGKWLQAQEAVLPADWRPGQAYDTGLRVTDVALRTCSSSCR
THAGDEELR*

CDS (coding sequence)
>PhhEXLA-02

ATGGCCGCCGCCATGGCGCTGCCGCCGCCGCTTCTTCTCCTCACCATCAGCCAGTT
CCTGCCTCCCGCGTCCTGCTCTCCTCCTTCCAACTACTACTGCGACTGGTGCCCTC
GCCAATCCACCGCCTCTCTCCTCCCTCCGCCCGCCGGCGACCTCGGCGGTACACTC
GGCGGCGAGGGTGCCTGTGGGTACGGTACCGCCATAGCTGCGGAGCTCGTTGGA
GGATACGCCGTCGCCGCCGCGGGCGCCGAGTTCTTCCGCGACGGTGCCGGLCTGCG
GCGCCTGCTACCAGTTGCGGTGCAGGGACCGGCGGGTGTGCGGCGACGGLCGGLG
TCAAGGTCGTCGTCACGGACGCTGCCAACCGCACCGGGTTCCTGCTCGCCGGGGA
GGCCTTCGCCGCGATGGCCAATGACGGCATGGCCGACCAAATCGCCGGCTCGGAT
AACGTCGTCCCGGTGGACTTCAGGAGGATACCTTGCGAGTACAAGAGGAACCTG
GTGGTACGGGTTGAGAAGGGGAGCCGGAACCCGGGCCAGCTCGCCGTCCGGTTC
CTGTACCAGGGCGGCCAGACCGACATCGCCGCCGTCGAGATCTCGCAGGCGAAC
CGCACCCAGTTGGCGTCGTCGTGGCAGCCCATGGCGCGGCTGCGTCGCGTGTGGL
GCGCCACGCGCGCCCCGGLCLCGGLCCGCTGCGGLCTCCGLCCTCGTCGTCACGGLCGG
CTTCGGCGGCAAGTGGCTGCAGGCCCAGGAGGCGGTGCTGCCGGCGGACTGGCG
GCCCGGGCAGGCGTACGACACGGGGCTCCGGGTCACCGACGTCGCCCTGCGCAC
CTGCAGCAGCTCCTGCCGCACGCACGCCGGCGATGAGGAGCTCAGATAG

Nucleotide

>PhhEXLA-02



AACCATCTCATCGTCAACGATATCAAGGCACGCAAAAATGCCAACACAATTCACA
CATCGTGCAACAACTTGAGCAGATAAACAAATGGCAAGCAGGATCAAGAATCAG
CAAAGCGTGGCGAGAATGAACATCACAAAGGTGTGGAGGAGAAGAAACTGTGG
AGCATGCGTCGGCTTGGCCATACACTGCACCGCATGCAGGAGCCGGAAACTTGG
AACGAGCTATCCGGCGGCGGAAAGATTGTTGCGACAGGCACTTTGCTCGCTTCAA
CCCCACCATATCCCGTGACCATGTATAGGGGCTGTCCCTGTCTGCTTGTCTGTCTG
TCTGTCCCCATGGCGCACTCGCCTCCGCTCCATCCACTCGCGTCGCGTGCCGCTTA
TTCTTCCATTCTCTCTCTTTCTCTCTCGTATTTTGACGCAGGCGGGCATGTCCATCG
ACCTCAGTTGATGCCCCCACGTTCCTGCCTATCAGCCTATGGCTAACATAAATCA
GCAGCTCGCCTTGCTTCCCCTTCGCTAGCCGTCTTATCCATCCATCGAGCCGCAGT
CGAGCTGCAGCTGAACCATGGCCGCCGCCATGGCGCTGCCGCCGCCGCTTCTTCT
CCTCACCATCAGCCAGTTCCTGCCTCCCGCGTCCTGCTCTCCTCCTTCCAACTACT
ACTGCGACTGGTGCCCTCGCCAATCCACCGCCTCTCTCCTCCCTCCGLLCCGLCLCGGL
GACCTCGGCGGTACACTCGGCGGCGAGGGTGCCTGTGGGTACGGTACCGCCATA
GCTGCGGAGCTCGTTGGAGGATACGCCGTCGCCGCCGCGGGCGCCGAGTTCTTCC
GCGACGGTGCCGGCTGCGGCGCCTGCTACCAGGTGAGGGTCACTGATGACTGGCC
AGCTAACTAGTATAATACTAGTAGTAACAAGCAAGCCCATCATAGGCTGCAAGA
ATGCAAATGCTAACAACAAGGAGGTCCGCCTGCTTGCAGTTGCGGTGCAGGGAC
CGGCGGGTGTGCGGCGACGGCGGCGTCAAGGTCGTCGTCACGGACGCTGCCAAC
CGCACCGGGTTCCTGCTCGCCGGGGAGGCCTTCGCCGCGATGGCCAATGACGGCA
TGGCCGACCAAATCGCCGGCTCGGATAACGTCGTCCCGGTGGACTTCAGGAGGTA
GTCGATCGCATTTTCACAAGTGTGCAAATGTGTTCAGAGATCGATCGTCAGTACG
AGAAATACGGCATCTGGATTAACTGACGCAGCAGCTCAAAATTCAACTTTTGATG
CAGGATACCTTGCGAGTACAAGAGGAACCTGGTGGTACGGGTTGAGAAGGGGAG
CCGGAACCCGGGCCAGCTCGCCGTCCGGTTCCTGTACCAGGGCGGCCAGACCGAC
ATCGCCGCCGTCGAGATCTCGCAGGCGAACCGCACCCAGTTGGCGTCGTCGTGGC
AGCCCATGGCGCGGCTGCGTCGCGTGTGGCGCGCCACGLCGLGLLLLGGLLeaGaGLeee
GCTGCGGCTCCGCCTCGTCGTCACGGCCGGCTTCGGCGGCAAGTGGCTGCAGGCC
CAGGAGGCGGTGCTGCCGGCGGACTGGCGGCCCGGGCAGGCGTACGACACGGGG
CTCCGGGTCACCGACGTCGCCCTGCGCACCTGCAGCAGCTCCTGCCGCACGCACG
CCGGCGATGAGGAGCTCAGATAGTCAGATGACATGTTGGCACGCGCGCTTGTTGC
ACATATCTTTTTTTTGGGCGCGCGGTTGCATGGAATTTGCTCGAATTATGATGAAG
AGTTGGTTCCTGAAGAGAATCGAAGAGAGAAACAGAACAGAAAACCTGTGGCTG
ATGATCCAAGGCTGCACTGCACGAACCAATGCAAGCAGGCATGCTAGGTGCGCT
GCACTAGTGCAGTGATAGGTGATGCTCCATGAATTTCCTTGCTGCCGGCCGATCT
CACAAATATGATATATGTTTGTGGCTTTGGATGGATGCACAAGATTCATGCGTGC
ATTGTCACAGCATGCTTCTCTTCTCTGACGGTCATGGTGAGGTTGTCATGTAGCGT
CACGTGCTGTATGCCGTACGTGGCAGCCACTGATAGAATTCTTCCTCCTCTTGTAG
GGGGTTTGGAGATCACATGAGCATGTTACTGCAGTGTTTACGGCCAAGTATGTAG
GGTACTGTACGCCGCGGTGTCGCTTTCCAAAAAAACCCATCCACGACCATGCGTT
CTCCGTTCCTCTTCCTCCTCCCCGTGATCGATCGAGCTTGTCGGGTGTCCATGTCT
GCTCGCGTGATCATCCTGGTCCGGCCTTTTGCGATCATTGCTCTTGCTGCCAATCT
TGTACTAATTTATTACTAAGCGTGGCAGACTCGCAGGGCAACGCAGTGAAACTTT
GAGCGACTTTTCCTACGCGTGTGCTTGCTGCCTGAAAAAGGTTCTCATGACTGAC
ATTTTCCTTCCATGATCATCA





