IDENTIFICATION

Species: Panicum hallii HAL

Locus: PhHAL.6G014600

Gene Model: PhHAL.6G014600.1.p
Description: PhhEXPA-17

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/PhalliiHAL _v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/PhalliiHAL_v2_1
http://www.ocri-genomics.org/bolbase/login.htm

GENE STRUCTURE

PhhEXPA-17
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE

Query seq.

Superfanilies PLN00050

List of domain hits "

Name Accession Description Interval E-value

+ a
[+] PLND0050 super family expansin A; Provisional 35-229 3.33e-57

SEQUENCES
Peptide
>PhhEXPA-17

MDTSASSSRFAAAAAALLLLPALSAADDWADAHATFYGDETGGETMRKKAAMTVH
GACGYGNLFEQGYGLDTTALSVALFNQGWSCGGCYAVRAASAYCAPVAVTATNLC
PANHSKPSGNWCNPPLRHFDLSNPAFLRLVTDFRAGIVPVQYRRVPCARRGGVRVEM
KGNRWWVGVLVFNVAGAGDLRAVAVRGSRDGAWADMARSWGQIWTSGDGRSG
WAFGQSFEGRGQF*

CDS (coding sequence)
>PhhEXPA-17

ATGGATACAAGTGCGTCATCGTCTCGCTTTGCGGCGGCGGCGGCGGCGCTGCTGL
TGCTGCCGGCCTTGTCGGCCGCCGACGACTGGGCGGACGCGCACGCCACGTTCTA
CGGCGACGAAACCGGTGGCGAGACCATGCGTAAGAAAGCTGCCATGACCGTGCA
CGGCGCGTGCGGGTACGGCAACCTGTTCGAGCAGGGGTACGGGCTGGACACGAC
GGCGCTGAGCGTGGCGCTCTTCAACCAGGGCTGGTCCTGCGGCGGCTGCTACGCG
GTGCGGGCAGCTAGCGCCTACTGCGCGCCGGTGGCGGTGACGGCGACCAACCTG
TGCCCGGCCAACCACTCCAAGCCCAGCGGCAACTGGTGCAACCCGLLGLTGLGGL
ACTTCGACCTGTCCAACCCCGCGTTCCTCCGCCTCGTCACCGACTTCCGCGCCGGC
ATCGTCCCCGTGCAGTACCGCCGCGTGCCLCTGCGLCLCCGGLCGLCGGLCGGLCGTGLCGLG
TCGAGATGAAGGGGAACCGCTGGTGGGTCGGCGTGCTCGTCTTCAACGTCGCCGG
CGCCGGGGACCTCAGGGCCGTCGCCGTCAGGGGGTCCCGGGACGGGGLGTGGGLC
GGACATGGCGCGCAGCTGGGGCCAGATCTGGACCAGCGGCGACGGCCGGTCCGG
GTGGGCGTTCGGCCAGAGCTTCGAGGGCAGGGGCCAGTTCTGA

Nucleotide
>PhhEXPA-17

ATGGATACAAGTGCGTCATCGTCTCGCTTTGCGGCGGCGGCGGCGGCGCTGCTGL
TGCTGCCGGCCTTGTCGGCCGCCGACGACTGGGCGGACGCGCACGCCACGTTCTA
CGGCGACGAAACCGGTGGCGAGACCATGCGTAAGAAAGCTGCCATGACCGTGCG

TAAGTGCTCATCACGTTGATCGATCTCTAACAACCCTTGGTCCCTCATGCATGCAG
ACGGCGCGTGCGGGTACGGCAACCTGTTCGAGCAGGGGTACGGGCTGGACACGA
CGGCGCTGAGCGTGGCGCTCTTCAACCAGGGCTGGTCCTGCGGCGGCTGCTACGC
GGTGCGGTACCAGGGCAGCTAGCGCCTACTGCGCGCCGGTGGCGGTGACGGCGA



CCAACCTGTGCCCGGCCAACCACTCCAAGCCCAGCGGCAACTGGTGCAACCCGCC
GCTGCGGCACTTCGACCTGTCCAACCCCGCGTTCCTCCGCCTCGTCACCGACTTCC
GCGCCGGCATCGTCCCCGTGCAGTACCGCCGCGTGCCLCTGCGCCCGGLCGLGGLGEG
CGTGCGCGTCGAGATGAAGGGGAACCGCTGGTGGGTCGGCGTGCTCGTCTTCAAC
GTCGCCGGCGCCGGGGACCTCAGGGCCGTCGCCGTCAGGGGGTCCCGGGACGGG
GCGTGGGCGGACATGGCGCGCAGCTGGGGCCAGATCTGGACCAGCGGCGACGGC
CGGTCCGTGGAGCTGACGGCGTCGTGCCGCAGGGGTGGGCGTTCGGCCAGAGCTT
CGAGGGCAGGGGCCAGTTCTGA





