
IDENTIFICATION 

Species: Sorghum bicolor Rio 

Locus: SbRio.01G551600 

Gene Model: SbRio.01G551600.1.p 

Description: SbrEXLA-02 

Family: Expansin Like Alpha 

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

https://www.sorghumbase.org/post/sorghum-bicolor-rio 

https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
https://www.sorghumbase.org/post/sorghum-bicolor-rio


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbrEXLA-02 

MAALTAASTTLPLLLLVWLWLPLLASACDRCVRHSKAAYYTSSLTLAGGSCGYGTE

AASFSAGFLAAASPALYRAGVGCGACFQVRCKDKKLCAAAGARVVVTDRARTNRT

DLVLSSTAFAAMARPGVAKRLAALRTVDVEYKRVPCEYKHRNLSVRVEDKSRAPGD

LAIRFLYQGGQTDIVAVDVAQVGSSNWKFMTRDNGPAWSTSQAPPGPLQLRVVVTG

GYDGKWVWADREVLPRRWRAGEVYDTGVQITDIAQEGCFPCDTHEWE* 

CDS (coding sequence) 

>SbrEXPA-02 

ATGGCCGCCCTCACCGCCGCCTCCACCACGCTCCCGCTGCTGCTCCTCGTCTGGCT

ATGGCTCCCGCTCCTCGCGTCCGCCTGCGACCGCTGCGTGCGCCACTCCAAGGCC

GCCTACTACACCTCCTCGCTCACCCTCGCCGGTGGCTCCTGCGGGTACGGCACCG

AGGCCGCCTCCTTCAGCGCCGGCTTCCTCGCCGCCGCCAGCCCCGCGCTGTACCG

CGCCGGCGTCGGCTGCGGCGCCTGCTTCCAGGTGCGGTGCAAGGACAAGAAGCT

CTGCGCCGCGGCGGGCGCCAGGGTGGTGGTCACGGACCGCGCCAGGACCAACCG

CACCGACCTCGTGCTCAGCAGCACCGCGTTCGCGGCCATGGCGCGCCCCGGCGTG

GCCAAACGTCTCGCCGCCCTCCGCACCGTCGACGTCGAGTACAAAAGGGTGCCGT

GCGAGTACAAGCACAGGAACCTGTCGGTGAGGGTGGAGGACAAGAGCCGCGCTC

CGGGCGACCTCGCCATCAGGTTCCTCTACCAGGGCGGCCAGACCGACATCGTCGC

CGTCGACGTCGCGCAGGTGGGTTCGTCCAACTGGAAGTTCATGACGCGCGACAAC

GGGCCGGCGTGGAGCACGAGCCAGGCGCCGCCGGGGCCGCTCCAGCTCAGGGTG

GTGGTGACGGGCGGCTACGACGGCAAGTGGGTGTGGGCCGACCGCGAGGTGCTG

CCGCGGCGGTGGCGCGCCGGCGAGGTCTACGACACGGGCGTCCAGATCACTGAC

ATCGCCCAGGAGGGCTGCTTCCCCTGCGACACGCACGAGTGGGAGTGA 

Nucleotide 

>SbrEXLA-02 

GCTAGTCACTTATACGGCCTGTTCATTCCGTCCGTTCGGGTACACCACACCACACC

ACACCGGCTAGTTACGGTTACGGCGGCGAGGAGCGTGGGTAGCTGGAGCTGCGG

CGAGCAAAGTGGAACGTGCTGTTCTAGTGACCGTGGCCGAACTATAGCTAATGTG

AGGTTTGGTGTATAAAAGCAGTCGTGAAACACAAGCTGCCCCCGAGTCCCTCACT



CGAGCCAAGAAGAAGGCCAAGCAAACCAACCATCAAGTCATCCATCGGCCAAGA

CGATGGCCGCCCTCACCGCCGCCTCCACCACGCTCCCGCTGCTGCTCCTCGTCTGG

CTATGGCTCCCGCTCCTCGCGTCCGCCTGCGACCGCTGCGTGCGCCACTCCAAGG

CCGCCTACTACACCTCCTCGCTCACCCTCGCCGGTACGTACACGACGGCTCCATC

GCGTCCTCCTCCTTCTCTAGCAACTCACCCGCCGTGGATTCGGATTGCTGCGGCAT

GACATGATGCAGGTGGCTCCTGCGGGTACGGCACCGAGGCCGCCTCCTTCAGCGC

CGGCTTCCTCGCCGCCGCCAGCCCCGCGCTGTACCGCGCCGGCGTCGGCTGCGGC

GCCTGCTTCCAGGTACGGTACCTGCTACTGCTGCTGCTACTGCTACCTTCACCAAT

CAAATCACCAGCCAGGCCGGCGCCGATCGCGCTCTCGATTCCCAATCAGTCGCCC

CTGTGCTGTGCTGTGCTGTGCTGTGCGTGTCCCCCTGATTCGTCTCGCCTCGGCGT

GCCCCCACTGCGCGCAGGTGCGGTGCAAGGACAAGAAGCTCTGCGCCGCGGCGG

GCGCCAGGGTGGTGGTCACGGACCGCGCCAGGACCAACCGCACCGACCTCGTGC

TCAGCAGCACCGCGTTCGCGGCCATGGCGCGCCCCGGCGTGGCCAAACGTCTCGC

CGCCCTCCGCACCGTCGACGTCGAGTACAAAAGGTAAAGAAAAACAACAACACC

TGTGTTTTTTCACCAACCGTGTCATGCTGCCTTTCATTCATATTCATCCTATACGGG

GTACTAGTAGGAGTAGCTAGCATAGAATAGGACAGGACAGGAGGAAGAACAGTT

GGGCGGTTGGTTGCCTCCATAAACTCTAGCTTGAATGAATGAATTGCATGCGAAT

GGACACATCGAACACCCAACCGAGACCAGACAGGACGATGATGGCTGAGTTTTG

TCATCGCCACGCATGTGCAGGGTGCCGTGCGAGTACAAGCACAGGAACCTGTCG

GTGAGGGTGGAGGACAAGAGCCGCGCTCCGGGCGACCTCGCCATCAGGTTCCTCT

ACCAGGGCGGCCAGACCGACATCGTCGCCGTCGACGTCGCGCAGGTACGGCCGT

CGACGTCGTGCTTGCAGACGAAATTCGGGATTTGGATTGGATTGGATTGAAATAA

AGGGAGTTTTACTCTTGGACTGCATGCAGGTGGGTTCGTCCAACTGGAAGTTCAT

GACGCGCGACAACGGGCCGGCGTGGAGCACGAGCCAGGCGCCGCCGGGGCCGCT

CCAGCTCAGGGTGGTGGTGACGGGCGGCTACGACGGCAAGTGGGTGTGGGCCGA

CCGCGAGGTGCTGCCGCGGCGGTGGCGCGCCGGCGAGGTCTACGACACGGGCGT

CCAGATCACTGACATCGCCCAGGAGGGCTGCTTCCCCTGCGACACGCACGAGTGG

GAGTGAACGGCACAAGCCAGAAGCAGAAGCTGGAACGGGAATTGGCCCGAGGT

GGCCCTGAATTCCACTGTAGAATTGCTCTAGCTCCTCTGTGTCGCTGCCTTTTTGG

CTGGGCCTTGGTCACCGGAGGACTTGAGAGAGAGACGACTAACAGATGCTGACA

GAGTGGCACACGAGAGGAGGAATCCCCTCTCTCTCCCCTGTACAGTAGTAGCAGT

AGTAGGGTCCCGGCGGACGCCAGAAAAAATAATGAAACGAAAGAACGGCCGCCT

TGAGCGAGCGTGAAGCAACGAGCAACTTCGCCGCCGGCCATGGCCGATTTTCAAC

CGGATCACATGGCTCGTCTCGTCGTCGTTGCTTCTGCCAACGTACTTCTCGCATGT

CTGCCTTTCTGTTCCCTGCCTCGTTTGAGCTGTCTGTAATGTACAGAACAGAACGC

TGACGTTGGTGGATAAGCTCTGTTAGGCTTGCTGATTTTTGGCATAATTTGTTACG

AGCTCGACTGTAGTAATAATTGATATCATAATACAGTTGGGAGGGACACACCGGT

TGTTTGCAGTTAGCTTTGTCTACGGTGCTTACATTGCTTGGCTAGCTTAAGGCCCT

GTTTAGATTGAAGATGAAAAAATTTTGGCTGTCATATCGGGTGTGTTGGAAGGAT

GTCGGGAGGAGTTTTTAGAAACTAATGAAA 




