IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0409s0008

Gene Model: Kalax.0409s0008.1.p
Description: KIEXPA-39

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1
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+ Name Accession Description Interval E-value
[+] PLN00O50 super family ci31535 expansin A; Provisional 44-271 1.42e-120
SEQUENCES

Peptide

>KIEXPA-39

MGMTVFTKSNHLHYHCIASVHIFILSTELIYVADARLPGVFSGGPWQAAHATFYGGS
DASGTMGGACGYGNLYSQGYGVNTAALSTALFNSGFSCGACYEIKCASDPRWCHSG
SPSIFITATNFCPPNYALPSDNGGWCNPPRAHFDLAMPMFLKIAEYLAGIVPVSYRRV
ACRKQGGIRFSINGFKYFNLVLITNVGGAGDVVSVSLKGSKTGWMTMSRNWGQNW
QSNADLVGQALSFRVRGSDRRSSTSWNIAPPHWQFGQTFTGKNFRV*

CDS (coding sequence)
>KIEXPA-39

ATGGGAATGACTGTTTTCACCAAGTCAAACCATCTGCACTACCACTGCATTGCTTC
AGTTATTATCATCTTCATCCTCTCCACAGAGCTAATCTACGTGGCAGATGCCAGAC
TCCCGGGTGTCTTCTCCGGAGGACCGTGGCAAGCTGCTCATGCCACTTTCTATGGT
GGCAGCGACGCCTCTGGCACTATGGGAGGAGCTTGTGGATATGGGAATTTGTACA
GCCAAGGCTACGGAGTCAACACTGCAGCTCTAAGCACAGCATTGTTCAACAGCG
GCTTCAGCTGTGGCGCCTGCTATGAAATTAAATGTGCCAGTGACCCGAGATGGTG
CCATTCTGGAAGTCCCTCCATCTTCATCACCGCTACCAATTTCTGCCCTCCCAACT
ACGCCCTCCCCAGCGACAACGGAGGTTGGTGCAATCCTCCCCGTGCCCATTTCGA
CCTTGCCATGCCCATGTTCCTTAAAATCGCAGAGTACCTCGCAGGCATTGTCCCA
GTCAGTTACCGCCGGGTGGCTTGCCGGAAGCAGGGTGGGATAAGGTTCAGCATA
AACGGATTCAAGTACTTCAACCTGGTACTTATAACGAATGTGGGCGGAGCAGGCG
ACGTAGTGAGCGTGAGCCTCAAAGGTAGCAAAACAGGGTGGATGACGATGAGCC
GTAACTGGGGACAAAACTGGCAATCAAACGCGGACTTGGTGGGGCAAGCCTTGT
CCTTCAGAGTCAGGGGAAGTGACAGGAGATCATCGACTTCATGGAACATCGCAC
CCCCTCATTGGCAGTTTGGTCAAACTTTCACTGGCAAGAACTTCAGAGTCTGA

Nucleotide
>KIEXPA-39

CGCTTGTCGCGCCTGTAATCACGGACCTGCTGGTTAGCTTACTACTTCCAATCTAT
AAACATTTAATAGCTGCTTGATCCTAATTACCTACAACTATTACCTCAACTGAGTA
CATCTGCTGTATTCAAGACTCTCATCCCTTCTTCTTCACTGGCCGACAAGTTTTAA

AACAAAGTAATGTCTCCTCACCACTAGTAGTTCTAGTATTACTTCCCCTCAATATG
CAAACTGATAACTAAACATTTACTGCTACCATTACTGCCAGGTTGTCACTTTACCG



ACAGAGACAAAGCAATGAAAATGAGGTTGCGGATCAGCCGATCATGTGTTTTTA
GTCAAATATGTTTGTCATCTAAAGCTGAGCTGGGTTACACAGCACTCGAGACTCA
GCTTACTGATACTCTTTTCTTCATGCCATAAATAGTAGATCCCTTTTCCTACTTCTC
CAGACACATCATTATTCCTTCATCCACACCTTCCCCCTCTCTTTCCATTCCAGTAA
GTGGAGGTCTGGAACCCAGACTCGCAGCTGCTCACACACTCATCTCACAACTAGG
ACCATTCACTCATAATGGGAATGACTGTTTTCACCAAGTCAAACCATCTGCACTA
CCACTGCATTGCTTCAGTTATTATCATCTTCATCCTCTCCACAGAGCTAATCTACG
TGGCAGATGCCAGACTCCCGGGTGTCTTCTCCGGAGGACCGTGGCAAGCTGCTCA
TGCCACTTTCTATGGTGGCAGCGACGCCTCTGGCACTATGGGTAAAAGAAGATCT
TATCCGTCTCCTGCTACTTATTAACTGCCTGCTGGCCTTCATCTGGTCTGGCTCCTC
CATGAATTTCATGAATGTGAGTGTATTGTATCATGCAGGAGGAGCTTGTGGATAT
GGGAATTTGTACAGCCAAGGCTACGGAGTCAACACTGCAGCTCTAAGCACAGCA
TTGTTCAACAGCGGCTTCAGCTGTGGCGCCTGCTATGAAATTAAATGTGCCAGTG
ACCCGAGATGGTGCCATTCTGGAAGTCCCTCCATCTTCATCACCGCTACCAATTTC
TGCCCTCCCAACTACGCCCTCCCCAGCGACAACGGAGGTTGGTGCAATCCTCCCC
GTGCCCATTTCGACCTTGCCATGCCCATGTTCCTTAAAATCGCAGAGTACCTCGCA
GGCATTGTCCCAGTCAGTTACCGCCGGTCAGAATGAATTAAGGAATGCACCATTT
CAGACGCACTCTTGCTTTAGTTTTCCAACTTATTTCAATGCTTGTTCTCTTGCTGAA
CCAGGGTGGCTTGCCGGAAGCAGGGTGGGATAAGGTTCAGCATAAACGGATTCA
AGTACTTCAACCTGGTACTTATAACGAATGTGGGCGGAGCAGGCGACGTAGTGA
GCGTGAGCCTCAAAGGTAGCAAAACAGGGTGGATGACGATGAGCCGTAACTGGG
GACAAAACTGGCAATCAAACGCGGACTTGGTGGGGCAAGCCTTGTCCTTCAGAGT
CAGGGGAAGTGACAGGAGATCATCGACTTCATGGAACATCGCACCCCCTCATTGG
CAGTTTGGTCAAACTTTCACTGGCAAGAACTTCAGAGTCTGATGAAATGAAACTC
AGTTTTACTCTACTACTGGAAGAAAAGGGTCTAGTGACTATTGACATGTTTTACTG
TCATTGTGTTATCCTGTCTTATCCTGCTCCATGGTTGTTGTCTCTATGTTTTAATTT
GGCAATGTGAGCTATCAAGAACCTTCTTGTTGACGGCTACCCGCACTCTGGTTGA
TGTTTGGCTGTAACTCGGTGGTTGGTATTCATAGGATTCCTTTTACTTTAGAACCA
TAGTCCAGTACATATAATGCAATGAAAACGGAA





