
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: Misin12G183000 

Gene Model: Misin12G183000.1.p 

Description: McsEXPB-53 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXPB-53 

MASKSQLLFFIAIAALASIIHPCASVEFHRKLSSWSSGGATWYGAATGAGSDGGACG

YQGAVDQAPFSSMIAAGSPSIYNSGKGCGSCFQVKCTGNDACSGNPVTVVITDECPG

GACLNEPAHFDMSGTAFGAMANPGQADKLRNAGVLQIQYTRVQCNWPGVKLTFVV

DAGSNPEYFAVLIKYVNGDGDLSAVDLMQTGAGASWASMQPSWGAVWKFNAGSA

LQAPLSIRLTSSSGKQLVASNVIPAGWTPGATYQSSVNY* 

CDS (coding sequence) 

>McsEXPB-53 

ATGGCTTCCAAGTCTCAGCTCCTGTTTTTCATTGCGATTGCGGCTCTAGCCTCGAT

CATCCATCCTTGTGCATCCGTCGAGTTTCACCGCAAGCTCTCCAGCTGGTCCAGCG

GCGGCGCGACGTGGTACGGCGCCGCCACTGGGGCTGGAAGTGATGGTGGCGCAT

GCGGGTACCAAGGTGCCGTCGACCAGGCGCCGTTCTCGTCCATGATCGCCGCGGG

GAGCCCTTCCATCTACAACTCCGGCAAGGGCTGCGGCTCTTGCTTCCAGGTCAAA

TGCACCGGTAATGACGCGTGCTCCGGCAACCCCGTGACCGTCGTCATCACCGATG

AATGCCCTGGCGGTGCGTGCCTCAACGAGCCGGCCCACTTCGACATGAGCGGAAC

GGCATTCGGCGCCATGGCGAACCCCGGCCAGGCCGACAAGCTGCGCAACGCCGG

TGTCCTCCAAATCCAGTACACCCGCGTGCAGTGCAACTGGCCTGGCGTAAAGCTA

ACCTTCGTGGTCGACGCCGGTTCGAACCCGGAGTACTTCGCCGTGCTCATTAAGT

ACGTGAACGGCGACGGCGACCTCTCCGCCGTCGACCTCATGCAGACCGGGGCCG

GGGCGTCGTGGGCGTCCATGCAGCCGTCGTGGGGCGCCGTCTGGAAGTTCAACGC

CGGGTCGGCATTGCAGGCGCCCTTGTCGATCCGCCTGACGTCCAGCTCCGGCAAG

CAGCTCGTCGCCAGCAACGTCATCCCCGCCGGGTGGACGCCCGGCGCCACCTACC

AGTCCTCTGTCAACTACTAA 

Nucleotide 

>McsEXPB-53 

ATGGCTTCCAAGTCTCAGCTCCTGTTTTTCATTGCGATTGCGGCTCTAGCCTCGAT

CATCCATCCTTGTGCATCCGTCGAGTTTCACCGCAAGCTCTCCAGCTGGTCCAGCG

GCGGCGCGACGTGGTACGGCGCCGCCACTGGGGCTGGAAGTGATGGTATGTGTCT



AGTGAGAACTGACAACATATATATAACATAAATTTGGCTAAACTCATCAGTCAGC

ATGCCGTGTCAAAGAATTCTTGCCTCATTATTTCTCAACGATCGACCTGATGATAC

ACGTAGGTGGCGCATGCGGGTACCAAGGTGCCGTCGACCAGGCGCCGTTCTCGTC

CATGATCGCCGCGGGGAGCCCTTCCATCTACAACTCCGGCAAGGGCTGCGGCTCT

TGCTTCCAGGTGCGTGTGCACACTTGTGTGTGTGTATCTGCTGGCTGATGACGCAT

ATATGATGATTCGATCTAACATGCTTTGGAATAAATCAACGTTGGCACAGGTCAA

ATGCACCGGTAATGACGCGTGCTCCGGCAACCCCGTGACCGTCGTCATCACCGAT

GAATGCCCTGGCGGTGCGTGCCTCAACGAGCCGGCCCACTTCGACATGAGCGGA

ACGGCATTCGGCGCCATGGCGAACCCCGGCCAGGCCGACAAGCTGCGCAACGCC

GGTGTCCTCCAAATCCAGTACACCCGGTAGGAACGAATTCGATCGCTCACTAACT

ATAGCTCGTTGGCTAGCTGATCGGAATTAATTATTTGTCCTCTCATGGACAATACA

CGGCTTTTGTATTCTTTCTATTGGCTGACGAATTGAAGCTCGTGATGTATGTACGT

ACAGCGTGCAGTGCAACTGGCCTGGCGTAAAGCTAACCTTCGTGGTCGACGCCGG

TTCGAACCCGGAGTACTTCGCCGTGCTCATTAAGTACGTGAACGGCGACGGCGAC

CTCTCCGCCGTCGACCTCATGCAGACCGGGGCCGGGGCGTCGTGGGCGTCCATGC

AGCCGTCGTGGGGCGCCGTCTGGAAGTTCAACGCCGGGTCGGCATTGCAGGCGCC

CTTGTCGATCCGCCTGACGTCCAGCTCCGGCAAGCAGCTCGTCGCCAGCAACGTC

ATCCCCGCCGGGTGGACGCCCGGCGCCACCTACCAGTCCTCTGTCAACTACTAAT

AAAACTAGAATTATTTTCTGCAAGTATGCATGCATGCATATCTGATCAATACGCA

GCATGCACATATATAAGTTGATATAAGTCGTCGCGTGTGTAATAGCTGTGTACTG

TTTGTGTGTTTGGACTCTCGCTTGTCACAACAGTGGTTGCATGCTTAAGCTTGGCG

AAGGTGCATGC 




