
IDENTIFICATION 

Species: Linum usitatissimum 

Locus: Lus10023407 

Gene Model: Lus10023407 

Description: LusEXPA-36 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0  

KEGG: https://www.genome.jp/entry/D12016  

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Lusitatissimum_v1_0
https://www.genome.jp/entry/D12016


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>LusEXPA-36 

MRTSALCALSFALLFLSAEITIVESRIPGNYMGGAWQSAHATFYGGSDASGTMEGAC

GYGNLYSQGYGVNTAALSTALFNNGLSCGACFEIKCANDPQWCHSGSPSILITATNFC

PPNFAQPSDNGGWCNPPRPHFDLAMPMFLKIAEYRAGIVPVSFRRVACRKQGGIRFTI

NGFKYFNLVLVTNVAGAGDVVKVWVKGSKTGWMSMSRNWGQNWQSNSILAGQSL

SFRVSSSDHRTSTSWNVVPAGWQFGQTFTGKNFRV*  

CDS (coding sequence) 

>LusEXPA-36 

ATGAGGACTTCAGCTCTGTGTGCTCTGTCTTTTGCTCTGCTTTTCCTCTCTGCAGAA

ATCACCATTGTCGAATCCAGAATCCCTGGAAATTACATGGGCGGCGCGTGGCAAT

CCGCCCACGCCACTTTCTACGGCGGCTCCGACGCTTCAGGCACAATGGAGGGAGC

GTGTGGGTACGGAAACCTATACAGCCAGGGCTACGGAGTAAACACCGCGGCACT

AAGCACAGCCCTATTCAACAACGGTCTAAGTTGCGGTGCATGCTTCGAAATCAAA

TGCGCAAACGACCCGCAGTGGTGCCATTCGGGCAGCCCCTCGATACTCATCACAG

CCACAAACTTCTGCCCGCCCAATTTTGCCCAACCCAGTGACAATGGCGGGTGGTG

CAACCCTCCCCGCCCCCATTTCGACCTCGCAATGCCGATGTTTCTCAAGATTGCAG

AGTACAGGGCTGGGATCGTGCCAGTTTCATTCCGGAGGGTTGCGTGCAGGAAGCA

AGGAGGGATCAGGTTCACGATCAACGGGTTCAAGTACTTCAATTTGGTACTTGTG

ACTAACGTGGCCGGAGCAGGGGATGTTGTGAAGGTTTGGGTGAAAGGGAGTAAG

ACAGGTTGGATGAGTATGAGTAGGAATTGGGGTCAGAATTGGCAGTCGAATTCG

ATTTTGGCTGGACAGTCTTTGTCGTTTCGGGTTAGTTCGAGTGATCACCGGACTTC

TACTTCTTGGAATGTTGTTCCTGCTGGGTGGCAGTTTGGTCAGACTTTTACCGGCA

AGAATTTCAGGGTCTAG 

Nucleotide 

>LusEXPA-36 

ATGAGGACTTCAGCTCTGTGTGCTCTGTCTTTTGCTCTGCTTTTCCTCTCTGCAGAA

ATCACCATTGTCGAATCCAGAATCCCTGGAAATTACATGGGCGGCGCGTGGCAAT

CCGCCCACGCCACTTTCTACGGCGGCTCCGACGCTTCAGGCACAATGGGTAACTC

CCCCAAAAGACCCCTTCTCCCCGTACTCTGTTTTTTCGTAACACACACTGTTTCAA



ACTTCCACAAATTCAATGAAAAATGACTAGCAGGAGTAAAGTGGAATTTTACTAT

TTTCAAACTTGGTTATAGAACTTTACCTCATATATAGTTATAACTATTTGACTCAT

TAACTATTTTGATAAATCAAATTCAAAAGTTAATTTGAACTTCGTTCATTAAAATA

CCGAAATAGTTCATATATTGAATTAAATTTGACATTTGTCAAATGTGTACACTAA

AAAGTTTAGCAAGTCAAACTAAAATATAACATGTCCCTAAAATTTACAACTCTCT

ATACTTTTCCATTTAAAATAGTTAAAATAATGTACAACTAACCTTACTATTTCATT

TAAAATAGTTACATAATTAATGTATCACTAACTTTTTTATGAGCATAATCTTCAAT

TAGATAAGATATATTGTATAAAGTATTCGAGACAAAATTAATGTTGTATTATTTG

AATCTATTAACCAGATATATTCTCGAATTCTTATTTGAATTGGTTCTAGATCCAGC

CTAGCTGGCTAACTTTTTGAGTCAAGTTCAGCTTATTTAAAATCAAATTGACTCAA

CGATTTTTTTACCAAAAAATACACTAAACTACTAAACAAGCGGCCTCGTCGGTCA

ACGTAACCCTGACATTTCTCAGTTTTTTTGTTCTAAAGAGGGAGCGTGTGGGTACG

GAAACCTATACAGCCAGGGCTACGGAGTAAACACCGCGGCACTAAGCACAGCCC

TATTCAACAACGGTCTAAGTTGCGGTGCATGCTTCGAAATCAAATGCGCAAACGA

CCCGCAGTGGTGCCATTCGGGCAGCCCCTCGATACTCATCACAGCCACAAACTTC

TGCCCGCCCAATTTTGCCCAACCCAGTGACAATGGCGGGTGGTGCAACCCTCCCC

GCCCCCATTTCGACCTCGCAATGCCGATGTTTCTCAAGATTGCAGAGTACAGGGC

TGGGATCGTGCCAGTTTCATTCCGGAGGGTTGCGTGCAGGAAGCAAGGAGGGAT

CAGGTTCACGATCAACGGGTTCAAGTACTTCAATTTGGTACTTGTGACTAACGTG

GCCGGAGCAGGGGATGTTGTGAAGGTTTGGGTGAAAGGGAGTAAGACAGGTTGG

ATGAGTATGAGTAGGAATTGGGGTCAGAATTGGCAGTCGAATTCGATTTTGGCTG

GACAGTCTTTGTCGTTTCGGGTTAGTTCGAGTGATCACCGGACTTCTACTTCTTGG

AATGTTGTTCCTGCTGGGTGGCAGTTTGGTCAGACTTTTACCGGCAAGAATTTCAG

GGTCTAG 




