IDENTIFICATION

Species: Sorghum bicolor

Locus: Sobic.004G227900

Gene Model: Sobic.004G227900.2.p
Description: SbEXPB-33

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor v3 1 1
KEGG: https://www.genome.jp/entry/T01086
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DOMAIN ARCHITECTURE

Lol

Query seq.

specific hits

superfanilies . PLN00050
DPBB_R1pA_EXP_N-1ike superfamily

Name Accession Description Interval  E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 46-169 7.64e-68
[+] PLNO0O50 super family cl31535 expansin A; Provisional 13-269 2.82e-29
Peptide

>SbEXPB-33

MAAGASSSSHAY GFSISAVLLASSFVCLFGSGEASGAAHRVVDPEWHPATATWYGS
AEGDGSDGGACGYGTLVDVVPMKARVGAVSPVLFKSGEGCGACYKVRCLDHGICS
RRAVTVIVTDECPGGVCSGGRTHFDLSGAAFGRLAVAGAGGQLRNRGEINVVFRRT
ACRYGGKNIAFHVNEGSTSFWLSLLVEFEDGDGDIGSMQLKQANSAQWRDMQHVW
GATYSLTPGPLVGPFSVRLTTLSSKQTLTAQDVIPKNWAPKATYTSRLNFA*

CDS (coding sequence)
>ShEXPB-33

ATGGCCGCCGGCGCCTCGAGCTCCTCTCACGCCTACGGCTTCTCCATCAGCGCGG
TGCTCCTCGCATCGTCGTTCGTGTGCCTCTTCGGCTCCGGGGAGGCTTCGGGGGCG
GCGCACAGGGTGGTCGACCCCGAGTGGCACCCGGCCACCGCCACCTGGTACGGC
AGCGCCGAGGGCGACGGCAGCGACGGCGGCGCGTGCGGGTACGGGACGCTGGTG
GACGTGGTGCCGATGAAGGCGCGCGTGGGCGCCGTGAGCCCCGTGCTGTTCAAGT
CCGGGGAGGGCTGCGGCGCCTGCTACAAGGTCCGGTGCCTGGACCACGGCATCT
GCTCGCGCCGCGCCGTCACGGTCATCGTCACCGACGAGTGCCCTGGCGGGGTCTG
CTCCGGCGGCCGCACGCACTTCGACCTCAGCGGCGLCGLCGTTCGGLLCGLCTCGLC
GTGGCCGGCGCCGGCGGCCAGCTGCGCAACCGGGGCGAGATCAACGTCGTCTTC
CGCAGGACGGCGTGCAGGTACGGGGGCAAGAACATCGCCTTCCACGTGAACGAG
GGCTCCACTAGCTTCTGGCTCTCCCTCCTGGTCGAATTTGAGGACGGCGACGGCG
ACATCGGATCCATGCAGCTCAAACAGGCCAACTCGGCGCAGTGGCGAGACATGC
AGCACGTCTGGGGGGCCACATATAGCCTCACCCCGGGCCCACTTGTCGGGCCCTT
CTCCGTGCGGCTGACGACCCTGTCCAGCAAGCAGACCCTTACGGCCCAGGACGTC
ATCCCCAAGAACTGGGCCCCCAAGGCCACCTACACCTCCCGGCTCAACTTCGCGT
AG

Nucleotide
>ShEXPB-33

CATTATAAGTCCAGGCAGCCACCACCCCTACTCGTGCATTCCCATTGTCCCTTCCC
CGCCATTTGTGCAGGGAGGCAAGCTCTGAGCACTCAGAGCACATCGGGAACTGG



GGCTTCTCGAAGCCTTAAAAGCGACCCCCCAGACCCAGAGAGAGATCAGAGGAG
CAAGTACCACCACCACTTCGAGCAAGGCCGGCCATTTCTGCACAGGACAGCGGTA
GTGTCGGTAGGCGTTCGCTGCCGCAGCTGGCTGTGTCGCCGCCGTTCTCTGCTCTT
CACGTGCTTCGCGCCATGGCCGCCGGCGCCTCGAGCTCCTCTCACGCCTACGGCT
TCTCCATCAGCGCGGTGCTCCTCGCATCGTCGTTCGTGTGCCTCTTCGGCTCCGGG
GAGGCTTCGGGGGCGGCGCACAGGGTGGTCGACCCCGAGTGGCACCCGGCCACC
GCCACCTGGTACGGCAGCGCCGAGGGCGACGGCAGCGACGGTAATACATACCCC
CATGGCTCTATGTTCAACTCTCACGTCCTTCGTCCTGGGTAGAAGAAGAACTCGCT
CTGCAAAGGATTAATTAACAATGGCGAATGAAGGCATTGCACCTTCACTACTGCA
CCCAAACTTGTGTTTTCTTTCTATAATTTTCCTGTAAATGCGAGCAGTAAGCACGA
CACTTTACCTTCCCATTCGCGTCATGGCTACCATTTTTCTTTTTCTTTTTCCCCTTCC
AAGTGTAATATACCCATTCCATGCCACATTTTGGCATTACACATCTCGGCGTGTCC
CTTAAAGTCTGATAGAGGCATAGAGCGAGGACGTACTGTGGCTTGCCATTGCCAC
GTAGATTACAGAAAATACAATATTTGCCAAGCGGAGAACCTTTAAGATTCGTGCG
TACGATGGTGGCCGGCAATGGAGCCTGTACGTAGCCCATAGTCGTGCTCCACTGT
GTCGGGTCCTTAACTCGCCGCTTTTACTCGGCTAGGAACCACCAACAACAACCGT
TCCGTTTCGCGTCGGGTTTAAACCACCGACACTCTGACGTATTTTCCGCCTGACAC
GCACAAAATGGGCTGACAGGCGGCATATATATGTATAGGTGAACTCACTTGCAA
GTCAAATATTACAGAATTACAGCTATATATTCCTTTTTTCATTAGTACAACGAGGC
AAGGTTGCATCAGTATTTTTTACCCTGACGGCCCTGATCGACCATGTGAACCAGT
GTGGGAAGCTGGGAACGGTCCATTTTTCGATCATTTCTCAACGGAACTGCTGCTG
TGTCCATACTTGTGAGTCGAGAGCTACTTGCATTTCTCTGCGTCCCTACAAATATT
CTGTTGCCCGTTTGGCTAGCGTTGGTTAGATCTGGCCACGCAGTAACTAGGACCTT
TGTCCAACGTGCTTGCCACACTGGTTTCATTCACCTTGTTGTAACTTATTAATTAC
TGGTGTGGTTAATTATTCAATAGTATAGTACATATTATATATTACTCTGTACTGGA
ACTGTCAATAGTAATTACAGTACTACTTACTCTGTACTGTGTCGTCACTCTAATCC
CTATATCACCGTGTTCAATAACAATAATTAACCATCTACAGGCGGCGCGTGCGGG
TACGGGACGCTGGTGGACGTGGTGCCGATGAAGGCGCGCGTGGGCGCCGTGAGC
CCCGTGCTGTTCAAGTCCGGGGAGGGCTGCGGCGCCTGCTACAAGGTCCGGTGCC
TGGACCACGGCATCTGCTCGCGCCGCGCCGTCACGGTCATCGTCACCGACGAGTG
CCCTGGCGGGGTCTGCTCCGGCGGCCGCACGCACTTCGACCTCAGCGGLCGLCGLG
TTCGGCCGCCTCGCCGTGGCCGGCGCCGGCGGCCAGCTGCGCAACCGGGGCGAG
ATCAACGTCGTCTTCCGCAGGTACATACGCTGAACCGGCCTGAACATGCTTGCAT
GCACAGATCTGTTTTTTACTGGTCATCGAGACCACTGTACTATGTAGTACGCGGC
AGAGTCAGAGATGAATGCTGCAAAGGGTAAAAAAGAAGCACGCGAAGGGGACG
GCTGTTGGTCAACCGTATCCGGCGGGCGAACTGCATGCCTTGCTTCTGACGTTACT
AGAAATGCAGACACTAGTGAACTCTGTCTCTGTCAAAACGAAAAGTGGTACCGG
GGTCCGGGGGTTAGACAATAGACAGAAGGTTAAAAATGTGACGCTGTCAGATGA
GGACCACCATGGGTCCGGGTATGCAGTAGTTGGATCTTGGAACGTGCCATGGCCA
TGCCATGCATTACCTCTTTTCGCTGAATTAATCAAAGAACATACAGTGGGCACGC
CATGGCCAAGCAGAAATCAATGTGAGACGACAGAGTTGGCTTTGTTTATATGCAC
TCAAAAACCCAAAACTTTACAAGATTTCCCATCACATCGAATCTTGTGACACTTG
CATCAAACATTAAATATAGATAAAAAAGATAACTAATAGCACAGTTTACCTAGA
AATTATGGTACAAATCTTTTAAGCCTGATTATTGTATAATTAGATAATGTTTGTCA
AATAAAAAACGAAAGTGATACAGTGTCAAAATTCAAAAAGTTTTTGAATGTAAA
CAAGGTCTCAGACTGTCCGTACTCGCTCATGGCGTGCGATGGAATGCACATAAAC
CCACAGTTATTTACAAATGAGCAACGACCACCATTGGCTGTCGGCTGTCGCGTGC




GCTTGGAGTAACCTGCCGCCGGTGAATCCTCAAATTTACGGCCGGCTTTTGTATG
CATGCTTGCAGGACGGCGTGCAGGTACGGGGGCAAGAACATCGCCTTCCACGTG
AACGAGGGCTCCACTAGCTTCTGGCTCTCCCTCCTGGTCGAATTTGAGGACGGCG
ACGGCGACATCGGATCCATGCAGCTCAAACAGGTAAATAATAACACATCAATGC
AAGCCTCGGCCTATTCACTTAAGTTTGTCTGTCAAATTTATCAATCATTTCATAGT
TTTTTCTCTCACACCGTACTTCAACCATGGCTTATATGCCATGCTTTTTTTCCCTTC
ACAATTCACACCACATCCATAAGTCTCCGCTCGACCACGGCACCATGGATACGTG
CGTACGTGAAGTATGATCATTGCGGTGGAGTGCAACAAAGGGCTTTTCCTCAGTG
ATACTGGGAAGGTGTTGGCGTTTCTTTCCATAGGGACATGCAGGTGTTTGTGGGC
AGCGCTAGTGCAGCATGTGAGTGGGATCCCCCCGCTTGCTTTTTCACATGCGGCG
GCTCCGGCTAGGGACATGGGCGATGGTTTTCTGGACGCGCATGGGCCAGCGTGGG
CCGCAACTAGGCTTTTGTCTGTTGCCCTTTTGTGTCCCGTCGCGTCCATTAGCCAT
TGCTGGTAGGAATGTGTCATCTAGGGTTCTAGAATCACATGCATGTATATGTCCTC
CGTCAGTCACACAAAACAACACCACGGCTAGTAAGCTATATTAACTAGACTAATA
CTACTGTTTGCGGCGTTTGCCGGCAAGTCTAGTGGTACGGCACATGTCAAAGTTTT
GTTACCTTTATTAGTAAATAGATTGTAGTATCTTCGCAAAAAAAGTAATAAATTG
TAGTACTAGTTTTTGCCAAAGTCATGATTATCGCCAGCTACACATATGGCCCTGTT
CATTTTTGTCAGGAGTTAATAATAATCTCTTCCTTTTTCCCTACGGTGTGCTTCTGC
TTGTACAATAATGCTAGTGTCTTTTCTAACAGTGCTACTCCATCATATCATGTGGA
TCGTACTAACATGAACCTGTCCTTCTGGGTGGTCTCACAATGTTATCCCCACTGCA
TGTACCAGCACTGTCAAACTCGATCTCCAGCTGTTATTATAGGAGTATACCATTAT
TTATACCAATGCTGCATCCATTAATAAGTCTCGGCTTTCAGGAACTGTAGCGATTT
CCTCAGCCTTTTCTTTCTTTCTTTCTTTCTTTCTTTGTGGGGTGATTTTCTCAAATTA
CTAGAGTGAAAACTATTTTGTTTGGTTTGTCTTCGGTGCTACTTGGAGTGACTGAA
GTTTCACTTGGATGTGGATGCAGGCCAACTCGGCGCAGTGGCGAGACATGCAGCA
CGTCTGGGGGGCCACATATAGCCTCACCCCGGGCCCACTTGTCGGGCCCTTCTCC
GTGCGGCTGACGACCCTGTCCAGCAAGCAGACCCTTACGGCCCAGGACGTCATCC
CCAAGAACTGGGCCCCCAAGGCCACCTACACCTCCCGGCTCAACTTCGCGTAGAG
GCCTTCTGCTGGGCCGAAGTATTATCGGCCCGGGAGGTGGTTAATTGGGCTTAGT
TATTGTCAATCAGAGGCCCATATTATTCTGTGCAGTTTGATGTCGCGTGAAGAAG
ATAATCTTGGTATAGTAGTGGATAACCTGGTATTATGGCCCAGGTAGCCCCTCTC
CTAAACTGGAGAGAGAGAGCGTCTGATTCGGTTGGTGTGAGCCGCATGCTTCCTG
GAGGCTGGAAATGGGAGCTCCGGTGAAGAGCGGCTGGGGAACCAAAGGCTTGCA
TGACTCCTCTTTGATGGACTCATGCAATACTTATTTCTGCGTTTTATCTTGTAACTT
AATATATTGTTATTAATTATCGTGCCCTCTTGGTACATGGTTGTAACTTGTGACTT
ATGCACCCTAAGTTATAGGGTCTCTAAACTATAGTCATGTACTTGTTCGTTCATGT
TATCTATCAAGGGCTGTTGCCATTTTGAAGGGGAAAAAATGCAAGCTCAAATGAT
CTATTGTAATAGCTCACTGTCCAGGAACAAGGTACCTCTACTGTGTTGTGATTATG
TAAGTGA




