IDENTIFICATION

Species: Physcomitrium patens
Locus: Pp3c21_1940V3

Gene Model: Pp3c21_1940V3.1.p
Description: PPEXPA-36
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3
KEGG: https://www.genome.jp/entry/gn:T01041

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3
https://www.genome.jp/entry/gn:T01041

GENE STRUCTURE

PPEXPA-36 _—
.
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Legend:

CDS s upstreamy downstream — Iniron

DOMAIN ARCHITECTURE

Query seq.

Superfanilies PLNO00S0O

SEQUENCES
Peptide
>PpEXPA-36

MAMVWTLLALMLVTSFRVEARSDFMAGGWGYAHATYYGGADASGTQGGACGFG
NLYSTGYGTNTAALSAALFNSGLSCGSCYELACDPNGSKYCLPGGRTVTVTATNFCP
HGSLGGWCDSPKQHFDLAHPMFVTLAKEVGGVIPIKFRRVPCVKSGGMHFTINGNP
WFLLVLVTNVAGAGDLQQVYIKGSNTPWEPMSRNWGSMWQFTGNSKMKGQALSF
KTITSDGAVAISYDAAPNNWQFGQTFEGVNF*

CDS (coding sequence)
>PpEXPA-36

ATGGCCATGGTGTGGACTCTCTTGGCGTTGATGTTGGTGACGTCCTTTCGAGTGGA
GGCCCGAAGTGACTTCATGGCGGGGGGTTGGGGATACGCCCACGCCACTTACTAC
GGCGGAGCTGATGCGTCAGGGACTCAAGGTGGGGCTTGTGGATTTGGGAATCTCT
ACAGCACTGGCTACGGAACCAACACCGCGGCACTCAGTGCGGCCTTGTTTAACAG
CGGCCTCAGCTGCGGTTCCTGCTACGAGCTCGCCTGCGATCCCAATGGCTCCAAG
TACTGTCTTCCAGGTGGCCGAACTGTCACGGTGACGGCAACTAACTTCTGTCCTC
ATGGTTCCTTGGGAGGATGGTGCGATTCCCCCAAGCAGCATTTCGACCTCGCTCA
CCCCATGTTCGTCACTCTTGCGAAGGAGGTCGGAGGCGTCATACCTATCAAGTTC
AGAAGAGTTCCTTGCGTGAAGTCCGGCGGCATGCATTTCACCATTAACGGCAATC
CTTGGTTCTTGCTGGTGCTCGTAACCAACGTTGCCGGTGCCGGAGACTTGCAACA
GGTGTATATCAAGGGGTCTAACACTCCCTGGGAGCCAATGTCCCGCAACTGGGGA
TCAATGTGGCAGTTCACTGGCAATAGCAAGATGAAGGGACAGGCTCTGTCGTTTA
AGACCATTACCAGCGACGGAGCTGTGGCCATTTCTTACGACGCTGCCCCCAATAA
CTGGCAGTTCGGCCAGACATTTGAAGGCGTCAATTTCTAA

Nucleotide
>PpEXPA-36

ACATATTTATTAGTTTATTGTATTTTTCAACCCAGTTGAATGGTGACGCAAGCGAG
CGAGGGAGGGAGAGGAGAAGGAGGAGCAGCAGCAGCAGTATTCCGGTTGCTCA
GGATATGGACTTCGGGAGTCGTCAAGGTACCGAAGGTACAGCTAGTGCCGACGG
TATGTAAACGCAAGGGAGGGCGATAATTGAAAGATTAGTCACATTATATATACCT
CCACCCTCTGCCCTGTATGATCACCATCGCCTCCATCGCTGCTGCTGCTGCTGCTG
CCATTTTCCCGTCTTCACTGCCTACCAGCCTCGTCTCACCTGCTCGGTGTTTTCCCC



CCATTCCGTCAGGTGTTGTAGCAAAACTGCAGGGAGTTGGGCTTCAGATTGATGG
TCATGCGGAGTTAGTACAATATTTGATACCCCCTGCCAGAAGCTCCGCTCCTGTTT
CTCACCAATCGAGTCGTTATCTTCCCACCCCTCTCCTTATCAACAACTACAGCGGC
ATCCATAACCCATATCAGCACCTTGTCACTTCCGCGGCATTGCCATTTTGCAGTGG
TAGGAGATACCAAGTTTAGATTTTTGCAGGTAGGTTGTGTACTTGTGGACCTGTG
GAGGGAGGGAGGAAGGGAGGGAGAGCTATGGCCATGGTGTGGACTCTCTTGGCG
TTGATGTTGGTGACGTCCTTTCGAGTGGAGGCCCGAAGTGACTTCATGGCGGGGG
GTTGGGGATACGCCCACGCCACTTACTACGGCGGAGCTGATGCGTCAGGGACTCA
AGGTGGGTTGGCGCAGTATTGCTGCGGAGGACCTCGTGTTTCATGGCATGCCATT
GTCATTTAAGAGCCATGGCATCTTTGTAGAGTTTGTGCTTAGACAGGTTTTGGGA
GCCTTTTGACGCCTTCTCTTCGAATAGCAGCTCAGTGTAATGGCCTTTTTCTTTTT
TCCTTTTTTTTGCGGTAGCTACGATCCTTGTCATCGTCCAAATGGCAATGTGTCGT
ATTACGAACGTGCTTTCATGAGCGTGGTCACATTCCTTTGATCTTGCAGTTAGTGC
AAGTCCCCACATACGACGTTATCACTTCTTACCCCTGAGGAGTCGTGCTCGGTCC
ACGTCTTGCATCTTTCTTCGTAGTTTTTTTTTTTTTTTTTTTTTTTTITTGTTTITTTTTI
TACTTTAGTATGGACTGTCCGGTCTGAAGAGGTCGGTAGAGTTCCTACGGAATGC
ACCTCGTTGTATTAAGAGGAGCTCGAATCTGACCTTTCGAGCGGCTTCCTCTGATG
GTGCGCTCTCTGCCCTTCCCCCGCCGGAGTGCAGGTTCTGGGTTCACTCTTTCTAA
CTTTCTTGGCACGGTTCTTGGAATGCAGGTGGGGCTTGTGGATTTGGGAATCTCTA
CAGCACTGGCTACGGAACCAACACCGCGGCACTCAGTGCGGCCTTGTTTAACAGC
GGCCTCAGCTGCGGTTCCTGCTACGAGCTCGCCTGCGATCCCAATGGCTCCAAGT
ACTGTCTTCCAGGTGGCCGAACTGTCACGGTGACGGCAACTAACTTCTGTCCTCA
TGGTTCCTTGGGAGGATGGTGCGATTCCCCCAAGCAGCATTTCGACCTCGCTCAC
CCCATGTTCGTCACTCTTGCGAAGGAGGTCGGAGGCGTCATACCTATCAAGTTCA
GAAGGTAAGCTATTGCTCCGAACTCGCAATTCCATGTATCGGCTTTTCAAGTCTTA
CGCTTTCCATGTCGTGCACTCACTCCAAAATGTTTCTTCTAGCAGCAATGACGCAA
GAAGAGAATAGATAACATTTGTTAATTCCAGTTTAAAATGAACAAATGAAAAATT
GAAAAGTTTACCTGTATTTTATTTTAGTTTATCTTATTCTGTCTGCCTTCTTATATG
TGTGTGTGTGTATGTGAGCCTATGGTTAGATCCTAACATCATGTGTTGCTCATGTT
GCAGAGTTCCTTGCGTGAAGTCCGGCGGCATGCATTTCACCATTAACGGCAATCC
TTGGTTCTTGCTGGTGCTCGTAACCAACGTTGCCGGTGCCGGAGACTTGCAACAG
GTGTATATCAAGGGGTCTAACACTCCCTGGGAGCCAATGTCCCGCAACTGGGGAT
CAATGTGGCAGTTCACTGGCAATAGCAAGATGAAGGGACAGGCTCTGTCGTTTAA
GACCATTACCAGCGACGGAGCTGTGGCCATTTCTTACGACGCTGCCCCCAATAAC
TGGCAGTTCGGCCAGACATTTGAAGGCGTCAATTTCTAACCATGGCCCTCAACGA
TCCATGGTGACCATAGTCTAGTTTATTTTTACGTAGATTAGTTTGTGAATGGTGTT
TTCAAGCTGTAGCAGAGGCGTTGTATACCTCGCCCGCTGTCTGTCTGTCTGGTATT
ATTCTCAATTATCGTAGCTAGTATAGCTAGCTTAGCTCCTCCACTTCAATCTTTAT
CTCGAGCAGTAGGTGCAGATTATTGAGTAGAACTAGCTTCGCTCTTTTTCGAGCT
GCTGCTGCTCTTCACAGGTCCCTATCGATTTCTACTCTAATCCTACTATAGCCTTG
AGTCTATCGAGGAAGTAATATGGTTGCTGAGGTGTGCCAGTAACACCCGCTCCTA
CGTGTATTTTATACCACATCGACATAGTAGGCATGCACTAGGTAATAGGATTTTG
ACGTTCTTGAGCACTAGTTATGAAATGTGATGCACAAAGCATAATTTCATGTTCC
AGCACCATTCAAAAATTACTGTGCAGTGGTGAGAAGTGCTTCGATGTTATCCCCC
TGCACCTGATAATAATAATAAAAAAGAAAAAGAAAGAGGCTTACTGTGCACAAG
AGCTCTGGTTTCGCTTCTTCAAGTACACACGCACTCCCTTACTATCAATTACCCGC
TTTTTTATCCTTTTCTCCTATGATTTGAGTATCAGTTACGAAAACTTCATGTACATT




GCACTTGCAGAAGCTTCCTTGACTGCTTAGGTCGTTCATGGGAAACGCTAAGCTA
AGCTTTGAATTCTCCCTGCGTGGTCTTGACTCATGTCGTGCTGGCGAGCGATATGT
ACTGGTAGCGAGGAATCCCATTAGTGCAATACCCAAGCACACTGAAAGAATGGG
ACGCTGTTTGTCCTCTACTGGCAACCCCAAGAATCTCGTTGAAATACCAACATGC
TACAAGTGGTCATTGACTTTTCTAGAAAATGCTAACGCAAGGTAACAGTAGTATG
TGCATGGATCGTGATCGGGGAGTAGCTGTCTGTAGATACCCCAAGTTTATGCACC
ACCAGATTCAACCATAACCTTCAATGGCCGAGCTTTTGTGGTCCCCTCCCATGCAT
AAATAACAACCAGCCAAATGGTCGCATGATTGTCACATCAATTTATGCGATGCAT
GTGAATGACTCCCCGGAGGTTACTGTTAGGCCTGGCCGGTCTTTACAGAGGCTCA
TATTCTGTGTTGACAATTTCATTGCACGGCTGTAATGGCGGGGGTTCTGTATGTGT
TTAAGAGTGCTCTGATTGCAGTGTGA



