IDENTIFICATION

Species: Salix purpurea

Locus: Sapur.014G048000

Gene Model: Sapur.014G048000.1.p
Description: SprEXPB-02

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Spurpurea v5 1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Spurpurea_v5_1
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Query seq.

specific hits [ | Pollen_allerg 1
Superfanilies DPBB_RIpA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N d22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 43-166 2 55e-77
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pil and PIil from Lolium perenne 174-251 1.02e-27

>SprEXPB-02

MAMISFQNPSLLPVILAFFLVNSCHCFHPKLFNVSKIQSDSDWSPAGATWYGSPTGAG
SDGGACGYGGAVEQAPFSSFISAGGDSIYKSGQGCGACYQVKCTSSSNDACSGNPVT
VVITDQCPGCAQESFHFDLSGTAFGAMAVSGQEDQLRNAGVLQVQHRRVPCNWPEK
TVTFRVDSGSNPYYFATLVEYEDGDGDLKSVELKQALDTDSWVPMQKSWGAVWKL
DAGSVLRAPLSLKLTSLESGKSIVASGVIPAGWVPGQTYRSLVNFN*

CDS (coding sequence)
>SprEXPB-02

ATGGCTATGATTTCCTTTCAAAATCCATCCCTTCTCCCCGTTATTCTAGCTTTCTTC
TTGGTGAACTCCTGCCACTGCTTCCATCCCAAACTCTTCAATGTCTCGAAGATACA
ATCTGATTCTGATTGGTCGCCTGCTGGGGCTACCTGGTATGGTAGTCCCACTGGA
GCTGGAAGTGATGGTGGAGCTTGTGGCTATGGGGGTGCTGTGGAGCAAGCACCA
TTCTCCTCATTTATATCAGCTGGAGGCGATTCTATATACAAATCAGGCCAAGGAT
GTGGAGCTTGTTATCAGGTGAAATGCACGTCGAGTTCGAATGATGCATGCTCAGG
GAATCCAGTTACTGTGGTCATCACAGATCAGTGTCCTGGATGTGCCCAAGAATCT
TTTCATTTTGATTTAAGTGGCACAGCTTTCGGGGCCATGGCAGTATCTGGACAGG
AAGATCAACTTCGTAATGCTGGAGTCTTGCAGGTTCAACATCGAAGGGTCCCATG
CAATTGGCCTGAAAAAACGGTGACGTTTCGTGTTGATTCTGGATCAAACCCTTAC
TATTTTGCAACTTTAGTTGAGTACGAAGATGGAGATGGTGATCTTAAATCCGTTG
AGTTAAAACAGGCGTTGGATACAGATTCATGGGTTCCCATGCAAAAATCATGGGG
CGCTGTGTGGAAACTCGACGCAGGCTCGGTTTTACGTGCCCCACTTTCTCTCAAGC
TAACGTCTCTTGAGTCCGGCAAGTCCATCGTCGCTAGCGGTGTAATTCCGGCAGG
ATGGGTTCCCGGACAAACCTACAGATCACTAGTTAATTTTAATTAG

Nucleotide
>SprEXPB-02

CAACACTGCTATTGATCATTACAGTATCAATAACTCACTATATATGGCTATGATTT
CCTTTCAAAATCCATCCCTTCTCCCCGTTATTCTAGCTTTCTTCTTGGTGAACTCCT
GCCACTGCTTCCATCCCAAACTCTTCAATGTCTCGAAGATACAATCTGATTCTGAT



TGGTCGCCTGCTGGGGCTACCTGGTATGGTAGTCCCACTGGAGCTGGAAGTGATG
GTATTTGAAATAGAGATGAAATATTATGAATGAATTAATCGTTGCTTCCTTCTTTT
TCTTCCAATTCTTAAAAAGGGTGTGTTAGGTTTTCATATTTTGCGTGTGCATGATG
TAGGTGGAGCTTGTGGCTATGGGGGTGCTGTGGAGCAAGCACCATTCTCCTCATT
TATATCAGCTGGAGGCGATTCTATATACAAATCAGGCCAAGGATGTGGAGCTTGT
TATCAGGTGGACCATTTCTGCTTAAAACTTGCCTGCCGGTTTAGTTTCGATATATA
CCAAACACTTTTTAGACAAGTTGATGAGTGGAAATTGAATTTATAATCGTTAAAT
ATCATTAATCCGTGCCTTATCTAATTAATATGTTGGTCCAATTTGAATTAATCAGG
TGAAATGCACGTCGAGTTCGAATGATGCATGCTCAGGGAATCCAGTTACTGTGGT
CATCACAGATCAGTGTCCTGGATGTGCCCAAGAATCTTTTCATTTTGATTTAAGTG
GCACAGCTTTCGGGGCCATGGCAGTATCTGGACAGGAAGATCAACTTCGTAATGC
TGGAGTCTTGCAGGTTCAACATCGAAGGTACTTCAACAATTCGTGAGAGAAATGG
GGGAGGAGACAAGAGGGGGAAAGAAAAAACAGAGAGCCTAAGAACATTTAGTC
AATTTTTTTATAATAAGTAGAGCAACCAAAGTCTTCTGTTTAGTATATTTAACTTG
AATTATTTTACTATCATACTTTGTGGGCATGGACTTTTCATTATGATTATTTATCCC
AAATAAATTCAAAAAGATTTTATTTAATATCACTTTTAAATAATGCATCGTTATTG
GCTTGCAGGGTCCCATGCAATTGGCCTGAAAAAACGGTGACGTTTCGTGTTGATT
CTGGATCAAACCCTTACTATTTTGCAACTTTAGTTGAGTACGAAGATGGAGATGG
TGATCTTAAATCCGTTGAGTTAAAACAGGCGTTGGATACAGATTCATGGGTTCCC
ATGCAAAAATCATGGGGCGCTGTGTGGAAACTCGACGCAGGCTCGGTTTTACGTG
CCCCACTTTCTCTCAAGCTAACGTCTCTTGAGTCCGGCAAGTCCATCGTCGCTAGC
GGTGTAATTCCGGCAGGATGGGTTCCCGGACAAACCTACAGATCACTAGTTAATT
TTAATTAGTGGCTAGCCGGTACCGGAAAGTTGTACTCGTAGCGGGTATGGAGCAG
ATCACATGCAATGCATGTGTGTATGTATGCATGTTCCCAGGAACATGAAATATTA
TTATAAATGACGAGCTTTACCATGTGGGCATTTCTTTGATCACTTTTTACTTTTTGC
CTTCAATTTGAGAGGTGTGCGTGACTTGTCATCTAGTTATGGAAATGTTCCTCTTT
TACCG




