IDENTIFICATION

Species: Kalanchoe laxiflora
Locus: Kalax.0052s0131

Gene Model: Kalax.0052s0131.2.p
Description: KIEXLA-03

Family: Expansin Like Alpha

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_ 1
KEGG:-
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Query seq,
Specific hits L Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-1ike superfamily Pollen_allers_i superdamily

List of domain hits d
Name Accession Description Interval E-value
[+ DPBB_EXLA_N cd22276 N-terminal double-psi beta-barrel fold domain of the expansin-like A subfamily; Expansin-like 16-142 8.63e-68
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pil and PIll from Lolium perenne 147-179 1.30e-05

MASSLLFVSFFCFLVASVSACDRCLHQSKAAFFSSAAALNSGACGYGSLAIGFNAGHL
AAAVPSIFKDGAGCGACFQIRCKDPKICSKKGTKIIVTDLNKSNQTDFVLSSRAFRAM
ANKGMDRELIRMGIADVEYRRVPCDYKQNLAVRVEESSQKPHYLAVKILYQGGQTE
IVGVDVAKVPIKFERTVETVTLKTKKGSLVDDHVSKDIRRTHHLTEFCLCGL*

CDS (coding sequence)
>KIEXLA-03

ATGGCTTCTTCTCTCTTATTTGTTTCTTTCTTCTGCTTCCTGGTGGCGTCTGTTAGT
GCTTGTGATCGCTGCTTGCATCAGTCCAAGGCTGCCTTCTTCTCCAGCGCTGCTGC
GCTCAACTCTGGGGCATGTGGATACGGCTCATTGGCAATCGGCTTCAACGCCGGG
CACCTGGCGGCTGCCGTTCCTTCCATTTTCAAGGACGGTGCTGGCTGTGGTGCTTG
TTTTCAGATAAGATGTAAAGACCCCAAAATCTGCAGCAAAAAAGGGACTAAGAT
CATTGTCACGGACCTCAACAAGAGCAACCAGACTGACTTTGTTCTGAGCAGCAGA
GCCTTCAGGGCCATGGCCAATAAAGGGATGGACAGAGAGCTCATCAGAATGGGG
ATTGCTGATGTTGAATACAGAAGGGTGCCTTGTGATTACAAACAGAACTTGGCTG
TGCGTGTAGAGGAATCAAGCCAGAAGCCACACTATCTAGCAGTCAAAATCCTCTA
CCAAGGTGGCCAGACTGAGATTGTGGGCGTTGACGTTGCCAAGGTACCAATCAA
ATTTGAGCGAACAGTTGAGACAGTGACCTTAAAAACTAAAAAGGGATCACTGGT
TGATGATCACGTGTCTAAAGATATTCGAAGAACACATCATTTGACTGAGTTTTGT
CTTTGTGGCTTGTAG

Nucleotide
>KIEXLA-03

TATTAATTAGCCGTCTTATTTTGAAATTGATAGCTTAAATAAGCCAGTGTACACAG
CTCAATCATACACCACCAATACATCATTGGATCATCCCTATCTTTTAATGGTGGCC
CAGAAGAACATAAATCCAAAGGTTGTCTAGTTCTTGAATCCAGCTCACCCCAGAA
AGCAAGGCCAACCCCAATCCCAACTCATCAACCCTCTCACTTGGCTTCAAAGCCA
AGCACACCAAATGATCAGTAAGCTCGAATTTTGAACCCATTTCATTACAATATCT
GTACGCTAAAACAGGACTGGTTTGACTCTTAAGAATCATCCACTTACAGACACAC
GTCTACTGATTGAAACCCAGCTGTTGGCGTGTTGTCTAAGAGTCGGTAAGCATAG



TTTATGACTTGACTGCTTTATGCACACATACCTTACCTATCTTTGCTCCGCCGCGT
ATTGGTAATTGCTTGTCTCTTTCGTTACCATCTACGTAAGCATCTGTTGTTTCTTTC
CCAATAGCTGAACTGTATTGAAAGCACATCAACGCAAACATAAATGCAGTTAAA
GGGTAGCAACCTTGAAAATCCTATCCTTTCACACTTGGAAAAAGAAATTGATGAC
TTGATGACCTGGACACCTCTTTCTGCCTACTTATCTTTTTGCCACCACCATCCCCTA
TATAAAGGCCCCATTTTGATGCTACTTTACTAACTCAAAACTCAGAAATGGCTTCT
TCTCTCTTATTTGTTTCTTTCTTCTGCTTCCTGGTGGCGTCTGTTAGTGCTTGTGAT
CGCTGCTTGCATCAGTCCAAGGCTGCCTTCTTCTCCAGCGCTGCTGCGCTCAACTG
TAAGTGGGAAATAGCTTAAATCTGTTGTTCTGATCTTGACCCAGATGAGTTTCTGT
AGTAAATTTACGATTTTGAGACTGACCCGGATGCAAGTTTGAGAACTCTACAAGT
GGGTGATGATTGTTTTTGTGATTTGATTTCAGCTGGGGCATGTGGATACGGCTCAT
TGGCAATCGGCTTCAACGCCGGGCACCTGGCGGCTGCCGTTCCTTCCATTTTCAA
GGACGGTGCTGGCTGTGGTGCTTGTTTTCAGGTCACTCAACCACCACATCTTTCAA
TTTCAAGTCTCACACTTTTCAAAACAACCTCGCACGGAAAACTCACAACTGAAAA
ATCTGACATTGTTGCAGATAAGATGTAAAGACCCCAAAATCTGCAGCAAAAAAG
GGACTAAGATCATTGTCACGGACCTCAACAAGAGCAACCAGACTGACTTTGTTCT
GAGCAGCAGAGCCTTCAGGGCCATGGCCAATAAAGGGATGGACAGAGAGCTCAT
CAGAATGGGGATTGCTGATGTTGAATACAGAAGGTAAGTCAGTAATCACAACTGT
TAACAACTACAATTATGATACATCCTTGTTTACCAAACTCTTTGCACCAAAACCTG
CTACTCTGAAAACACATGCAATTTCCAGCCTTGTGGTTGTAATTCGAAGCGATAG
ATCTTTGGGGGAAATGGTTTTGTTACACCCACTACATATGCACAGACACAAAAGA
ATACAGTACTCCATAGTCAATTAGCCTTGAATGTACTGGGTCCTACACTAGTCTGC
TATTGTCTGTAATGTACGACTAATAAAATCAGCACAGATTAATATGACGATCATA
ATAACGGTCCAATACTATGCTCACGGCCCCACAAACTGCATCAATAGAATATCTA
AACTGGATTGGTCTGTGGTTTCATGGAACAGGGTGCCTTGTGATTACAAACAGAA
CTTGGCTGTGCGTGTAGAGGAATCAAGCCAGAAGCCACACTATCTAGCAGTCAAA
ATCCTCTACCAAGGTGGCCAGACTGAGATTGTGGGCGTTGACGTTGCCAAGGTAC
CAATCAAATTTGAGCGAACAGTTGAGACAGTGACCTTAAAAACTAAAAAGGGAT
CACTGGTTGATGATCACGTGTCTAAAGATATTCGAAGAACACATCATTTGACTGA
GTTTTGTCTTTGTGGCTTGTAGGTTGGTTCAGCTAATTGGGGGTTCATGAGCAGGA
GCTTTGGTGCAGTCTGGGACACCAGCCGGGTCCCTGAAGGACCATTACAGTTCCG
TTTTATCGTCACAGCTGGTTATGACGGGAAATACGTGTGGGCTAAGAGCGTCTTG
CCCGAAGACTGGAAGGCTGGTCAGGTTTATGACTCTGGAATTCAGATAGATGACA
TTGCACAAGACGGATGCCACCCTTGTGATGACAGCCAATGGAACTGAAACCCAG
CTACAGCTACAGCCTTCCCCATGTTTATACAACTAATGACAAAGAAAGTTACATA
AACATATAGAAATGTAATAGTATGTTTTGGTCTCAGAATGGAATAACATGGATGT
TCGACTGTAGCATTTGCATCATATGTGCACTGTAGCATTTGCATCATATGTGCACT
GCAAGTGTTTGGGCCTTCTTCAACCACATTCAAAAACTCTAATGCGATTGATGTCT
GTCTGGGCATTGCAATCTTCATCCCATTTGGTGGATGAAAGGCC






