
IDENTIFICATION 

Species: Setaria italica 

Locus: Seita.9G551900 

Gene Model: Seita.9G551900.1.p 

Description: SitEXLA-05 

Family: Expansin Like Alpha 

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2  

KEGG: https://www.genome.jp/entry/gn:T02818  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Sitalica_v2_2
https://www.genome.jp/entry/gn:T02818


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SitEXLA-05 

MREMAVPVRLASASSSLSLLLLVLLPLLASACDRCVHHSKAAYYASSLTLAGGSCGY

GAEAASMGGGFLAAASPALYRAGVGCGACFQVRCKDRKLCAAAGARVVVTDRAR

TNRTDLVLSSPAFAAMARPGMAARLAKRRTVDVEYKRVPCEYKHRNLSVRVEEKSR

APSELTIRFLYQGGQTDIVAVDVAQVGSSNWKFMTRDYGPAWSTSQAPPGPLQLRV

VVTGGYDGKWVWADREVLPRRWRAGEVYDTGVQIADIAQEGCFPCDTHEWE* 

CDS (coding sequence) 

>SitEXLA-05 

ATGAGGGAGATGGCCGTCCCTGTCCGCCTCGCCTCCGCTTCCTCCTCCCTTTCGCT

CCTCCTCCTCGTCCTGCTCCCGCTCCTCGCCTCCGCCTGCGACCGCTGCGTCCACC

ACTCCAAGGCCGCCTACTACGCCTCCTCCCTCACCCTCGCCGGCGGCTCCTGCGG

GTACGGCGCCGAGGCGGCGTCCATGGGCGGCGGCTTCCTCGCCGCGGCGAGCCC

CGCGCTGTACCGGGCCGGCGTCGGCTGCGGCGCCTGCTTCCAGGTCCGGTGCAAG

GACAGGAAGCTGTGCGCGGCGGCGGGCGCCAGGGTGGTGGTCACGGACCGCGCC

AGGACCAACCGCACCGACCTCGTCCTCAGCAGCCCCGCGTTCGCCGCCATGGCGC

GACCCGGCATGGCCGCGCGCCTCGCCAAGCGCCGCACCGTCGATGTCGAGTACA

AGAGGGTGCCGTGCGAGTACAAGCACCGGAACCTCTCGGTGAGGGTGGAGGAGA

AGAGCCGCGCCCCCAGCGAGCTGACCATCAGGTTCCTCTACCAGGGCGGCCAGA

CTGACATCGTGGCCGTCGACGTCGCACAGGTCGGTTCGTCCAACTGGAAGTTCAT

GACGCGCGACTACGGCCCGGCGTGGAGCACGAGCCAGGCGCCGCCGGGGCCGCT

GCAGCTCAGGGTGGTGGTGACCGGCGGGTACGACGGCAAGTGGGTCTGGGCCGA

CCGCGAGGTCCTCCCGCGGCGGTGGCGCGCCGGCGAGGTCTACGACACGGGTGT

CCAGATCGCTGACATCGCCCAGGAGGGCTGCTTCCCCTGCGACACGCACGAGTGG

GAGTGA 

Nucleotide 

>SitEXLA-05 

TACAGCGAGGAGCGTGCCTTCTGCGACCTCAGCTGACCTCAGCTCAGCACAAGGA

CAAGGGAGGGGCGCGTTGCTGTGTGACTGTGTGCCTAGTGCGCTGGGATGGTGTA

TAAAAGCAGTCGTGAAGCACAAGGATGCCCCTCTCGCCGCCTCTGAGCCAAGCA



AGGATCGATCGACCACTCGACCCGACCCACTCCGCGCGATGAGGGAGATGGCCG

TCCCTGTCCGCCTCGCCTCCGCTTCCTCCTCCCTTTCGCTCCTCCTCCTCGTCCTGC

TCCCGCTCCTCGCCTCCGCCTGCGACCGCTGCGTCCACCACTCCAAGGCCGCCTAC

TACGCCTCCTCCCTCACCCTCGCCGGTACGCCGCCTTCCATCGGTCGGCAGCGACC

GCACGCCGATCGCCCGACCTCGCTCTGTTTCTTTTATGATTCTAACCAGAGTTCGT

TCGCGTTGCGTTGCGTGCAGGCGGCTCCTGCGGGTACGGCGCCGAGGCGGCGTCC

ATGGGCGGCGGCTTCCTCGCCGCGGCGAGCCCCGCGCTGTACCGGGCCGGCGTCG

GCTGCGGCGCCTGCTTCCAGGTAATAATTCCCGCCTCGGCATCATCCAGAACCAG

AAACGCGTTTGCCACCCTTGATTTTGATTCGATCCGGCGCGCCCGCAAACGCCCC

TGCCTCTGCAGGTCCGGTGCAAGGACAGGAAGCTGTGCGCGGCGGCGGGCGCCA

GGGTGGTGGTCACGGACCGCGCCAGGACCAACCGCACCGACCTCGTCCTCAGCA

GCCCCGCGTTCGCCGCCATGGCGCGACCCGGCATGGCCGCGCGCCTCGCCAAGCG

CCGCACCGTCGATGTCGAGTACAAGAGGTGGGTGGGTAAAGTAAAACACAATCC

AGGAGATGAGATTAACCGCCTCTTCTTTCTTTCTTTCTTTCTTTCACCAACCGCTGC

ACCATGTGAATTGGAAACCGGCCGGAGGGCTCAGTTTTGTCAGCGCTGCGCCATG

TGCAGGGTGCCGTGCGAGTACAAGCACCGGAACCTCTCGGTGAGGGTGGAGGAG

AAGAGCCGCGCCCCCAGCGAGCTGACCATCAGGTTCCTCTACCAGGGCGGCCAG

ACTGACATCGTGGCCGTCGACGTCGCACAGGTAAAGAACAAAGATTCTACCGTCC

CGGAATTACTCTCCGCAGCATCAGAGTAATTTGTTGGATTTGAATCGGAATTCTG

ATTCTGCCTGGAATTCGGAACAGGTCGGTTCGTCCAACTGGAAGTTCATGACGCG

CGACTACGGCCCGGCGTGGAGCACGAGCCAGGCGCCGCCGGGGCCGCTGCAGCT

CAGGGTGGTGGTGACCGGCGGGTACGACGGCAAGTGGGTCTGGGCCGACCGCGA

GGTCCTCCCGCGGCGGTGGCGCGCCGGCGAGGTCTACGACACGGGTGTCCAGATC

GCTGACATCGCCCAGGAGGGCTGCTTCCCCTGCGACACGCACGAGTGGGAGTGA

AAACAGTGACGACGGCATGCTCGGCAAGGCAACACAAAGCCGAAGCCGAAGCTG

AAGCTCCCTTGGCCCTGAAACAGTAGAGCCTCCTCCCTGTCACTGCCCGTTTGTCT

GGGCTTTGATCAGAGGACTAGAGAGAGCCGATTAACAAACACACTGACAAGAGT

GACACCAGAGTCCGAATCCCTCGGCAAACTCGGCTTCTTTTCCTTGTACATGAGCT

GCTGATGTGTCGGATAAGTATTAGCCTAAGCGTCCCGGAGGCTGGAAAAAAGAA

TAATGTAACGAGTGCTTTGACGGCGGCCGCCGCCTCGAACGTGAAGCAACAGCTA

CCTCGCCATCGGCCATGGGACTCCAGCCATGGCGGATCAGTGATTTTCAACTGGA

TCACATGGCCCGTTGCTTCTGCCAACGTACTTCTCCTTTGTGCCCTTGCCTTGTGTG

AGCTGTGAATGTGAACGTGCAGAACAGGTGAACTGTTGATGGACTTTCGTTTCAA

AAAAAGAAAAATAAAACAGTTGATGGACGCATCGGTCTGTTGCATTTT 


