IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.01G252800

Gene Model: SbRi0.01G252800.1.p
Description: SbrEXPA-06

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio



https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
https://www.sorghumbase.org/post/sorghum-bicolor-rio

GENE STRUCTURE
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List of domain hits

. Name Awesslw\ Description Interval E-value
[+] PLNO0193 super family expansin-A: Provisional 24-251 1.19e-107

SEQUENCES
Peptide
>ShrEXPA-06

MAPRTMMLALWGVLAASTVVAGVAGWSPGTATFYGGSDGSGTMGGACGYGNLYS
AGYGVNNAALSQTLFNDGASCGQCYTITCDGSRSGSQYCKPGNTVTVTATNLCPPN
YGLPNGGWCGPGRPHFDMSQPSWEKIGVVQGGIIPVLYQQVKCSRSGGVRFNIAGSS
YFLLVNIQNLGGSGSVGAAWVKGTNTGWIQMSRNWGANWQALSGLTGQALSFAVT
TTGGQYIQFLNVAPTWWQFGQTYSTNQQFYY*

CDS (coding sequence)
>ShrEXPA-06

ATGGCGCCGAGGACGATGATGTTGGCGCTGTGGGGTGTTCTTGCGGCGTCCACCG
TCGTGGCCGGTGTGGCGGGCTGGTCGCCGGGCACGGCGACCTTCTATGGCGGGTC
CGACGGGTCCGGGACCATGGGCGGCGCGTGCGGGTACGGCAACCTGTACAGCGC
CGGGTACGGCGTTAACAACGCGGCGCTGAGCCAGACGCTGTTCAACGACGGCGC
GTCGTGCGGGCAGTGCTACACCATCACGTGCGACGGGTCACGATCGGGCAGCCA
GTACTGCAAGCCCGGCAACACCGTCACCGTCACGGCCACCAACCTGTGCCCACCC
AACTACGGGCTCCCCAACGGCGGGTGGTGCGGCCCGGGACGCCCGCACTTCGAC
ATGTCGCAGCCGTCATGGGAGAAGATCGGCGTCGTCCAGGGCGGCATCATCCCG
GTGCTGTACCAGCAGGTCAAGTGCTCGCGGAGCGGCGGCGTGCGCTTCAACATCG
CCGGCTCCAGCTACTTCCTGCTCGTCAACATCCAGAACCTGGGCGGCAGCGGLTC
AGTGGGAGCCGCTTGGGTGAAGGGCACCAACACCGGGTGGATCCAGATGTCTAG
GAACTGGGGCGCTAATTGGCAGGCCCTCTCGGGGCTCACCGGCCAGGCGCTCAGC
TTCGCCGTCACTACCACCGGCGGGCAGTACATACAGTTCCTGAACGTGGCGCCGA
CGTGGTGGCAGTTCGGACAGACCTACTCTACCAACCAGCAGTTTTACTACTGA

Nucleotide
>ShrEXPA-06

ATGGCGCCGAGGACGATGATGTTGGCGCTGTGGGGTGTTCTTGCGGCGTCCACCG
TCGTGGCCGGTGTGGCGGGCTGGTCGCCGGGCACGGCGACCTTCTATGGCGGGTC
CGACGGGTCCGGGACCATGGGCGGCGCGTGCGGGTACGGCAACCTGTACAGCGC
CGGGTACGGCGTTAACAACGCGGCGCTGAGCCAGACGCTGTTCAACGACGGLGC
GTCGTGCGGGCAGTGCTACACCATCACGTGCGACGGGTCACGATCGGGCAGCCA
GTACTGCAAGCCCGGCAACACCGTCACCGTCACGGCCACCAACCTGTGCCCACCC



AACTACGGGCTCCCCAACGGCGGGTGGTGCGGCCCGGGACGCCCGCACTTCGAC
ATGTCGCAGCCGTCATGGGAGAAGATCGGCGTCGTCCAGGGCGGCATCATCCCG
GTGCTGTACCAGCAGGTCAAGTGCTCGCGGAGCGGCGGCGTGCGCTTCAACATCG
CCGGCTCCAGCTACTTCCTGCTCGTCAACATCCAGAACCTGGGCGGCAGCGGCTC
AGTGGGAGCCGCTTGGGTGAAGGGCACCAACACCGGGTGGATCCAGATGTCTAG
GAACTGGGGCGCTAATTGGCAGGCCCTCTCGGGGCTCACCGGCCAGGCGCTCAGC
TTCGCCGTCACTACCACCGGCGGGCAGTACATACAGTTCCTGAACGTGGCGCCGA
CGTGGTGGCAGTTCGGACAGACCTACTCTACCAACCAGCAGTTTTACTACTGA





