IDENTIFICATION

Species: Manihot esculenta
Locus: Manes.08GG080300

Gene Model: Manes.08G080300.1
Description: MSEXPA-21
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Mesculenta_v7_1
KEGG: https://www.genome.jp/entry/T05761

EXTERNAL RESOURCES
https://cassavagenome.org/
https://cassavabase.org/
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SEQUENCES
Peptide
>MSEXPA-21

MAHLLCIFSLLSFFSLANARIPGVYTGGAWESAHATFYGGSDASGTMGGACGYGNL
YSQGYGVNTAALSTALFNNGLSCGACFEIKCANDPRWCNPGSPSIFVTATNFCPPNYA
LPSDNGGWCNPPRSHFDLAMPMFLKIAEYRAGIVPVTYRRVPCRKQGGIRFTINGFRY
FNLVLITNVAGAGDIVKVSIKGSKTEWQSMSRNWGQNWQSNAVLVGQALSFRVTGS
DRRTSTSWNIAPSNWQFGQTFTGKNFRV*

CDS (coding sequence)
>MSsEXPA-21

ATGGCTCATCTCCTCTGCATTTTTTCTCTGCTGTCCTTTTTCTCGCTGGCTAATGCA
AGAATCCCCGGGGTTTACACCGGCGGCGCTTGGGAAAGTGCCCATGCTACTTTCT
ATGGCGGCAGCGACGCCTCTGGAACTATGGGTGGTGCTTGTGGGTATGGGAATCT
TTACAGCCAAGGGTATGGAGTCAACACAGCAGCGTTGAGCACAGCACTCTTCAAC
AATGGCCTCAGTTGCGGTGCTTGCTTTGAGATCAAATGCGCAAACGATCCCAGAT
GGTGCAATCCTGGTAGCCCATCCATCTTTGTGACTGCGACCAACTTCTGTCCTCCA
AACTACGCTCTGCCTAGCGACAATGGTGGGTGGTGCAACCCACCCCGCTCCCATT
TCGATCTGGCCATGCCCATGTTTCTCAAGATTGCTGAGTACCGTGCTGGAATTGTC
CCGGTAACATATCGCCGGGTACCATGTAGGAAGCAAGGAGGAATCAGATTCACA
ATCAACGGTTTCCGTTACTTCAATCTGGTACTGATCACGAACGTCGCAGGTGCAG
GGGACATAGTGAAGGTGAGCATCAAGGGATCAAAGACAGAGTGGCAAAGCATG
AGCAGAAACTGGGGGCAAAATTGGCAATCAAACGCAGTTCTAGTGGGACAGGCT
CTTTCGTTTAGGGTGACTGGCAGCGATAGGCGCACGTCTACTTCATGGAACATAG
CACCATCCAATTGGCAGTTCGGTCAGACCTTCACGGGAAAGAATTTCCGCGTCTG
A

Nucleotide
>MsSEXPA-21

CTCTCTCTCTCTCTCTCTCTCTCAAATGGCTCATCTCCTCTGCATTTTTTCTCTGCTG
TCCTTTTTCTCGCTGGCTAATGCAAGAATCCCCGGGGTTTACACCGGCGGCGCTTG
GGAAAGTGCCCATGCTACTTTCTATGGCGGCAGCGACGCCTCTGGAACTATGGGT

AGGTTTTATTTCCATTCAACTACTAGGTCTCTTGTACTTCTTTACTTCTCATTTACG

CCGACGGAGAGAATCTTCTGTTACTCTGTTTCCTTTTGAAAAACGAGGTATCAACT
CTGCATTTTGTTAAATCATAGCCATTTTATTCAAGATGGCCTGCATTTTTCTATTAT
TGTTGCAAAATCATCATTCTCTCTGTTTTATAGCTAAAATTTCAAAGAGAATCGCC



TTTGAAACCCACAAAGGTTAATTTCTGTTTATCCACTATTATCTGCGCAGGTGGTG
CTTGTGGGTATGGGAATCTTTACAGCCAAGGGTATGGAGTCAACACAGCAGCGTT
GAGCACAGCACTCTTCAACAATGGCCTCAGTTGCGGTGCTTGCTTTGAGATCAAA
TGCGCAAACGATCCCAGATGGTGCAATCCTGGTAGCCCATCCATCTTTGTGACTG
CGACCAACTTCTGTCCTCCAAACTACGCTCTGCCTAGCGACAATGGTGGGTGGTG
CAACCCACCCCGCTCCCATTTCGATCTGGCCATGCCCATGTTTCTCAAGATTGCTG
AGTACCGTGCTGGAATTGTCCCGGTAACATATCGCCGGTGAGTGCACTAAGCATC
TCTGCTTTTCTTTTAAGACTTGCGCTCAACAAACTTTCAGAAATTCACATACTCCT
TTTGGGTTCAATTTTGTGAATATTTTTAATCACCACTGCGTAAATCACTGTAATTT
CGAAATTCGATGTTTATTTTGACAACGGTGAGAGCCATATTTGTCATGGCATTTAC
TTTTGCCCTGTAACTTTTCTCGGGAAACAAATTGGGGGTCGAAGGTATAAGCGGT
ATGGCTAATTGCGGGTGCGGGCAGAGAGAATCCATCCTTGACGCTTTACGCATTC
AAAAGAAACAACGAAATCCGTTTCTACTTTTTAGCTCTCGTGCCGGTTTAAAATA
CGAAAATAACCCTAACCTTATGCTATGACAGCGCAACGATAACAGGCAATATGGT
AATTTAGATATTGTTGTTGGGTTTTGCAGGGTACCATGTAGGAAGCAAGGAGGAA
TCAGATTCACAATCAACGGTTTCCGTTACTTCAATCTGGTACTGATCACGAACGTC
GCAGGTGCAGGGGACATAGTGAAGGTGAGCATCAAGGGATCAAAGACAGAGTG
GCAAAGCATGAGCAGAAACTGGGGGCAAAATTGGCAATCAAACGCAGTTCTAGT
GGGACAGGCTCTTTCGTTTAGGGTGACTGGCAGCGATAGGCGCACGTCTACTTCA
TGGAACATAGCACCATCCAATTGGCAGTTCGGTCAGACCTTCACGGGAAAGAATT
TCCGCGTCTGATTTTTTCTCATCATACCCATAATTTATTATCATTATTTTAAAAAAA
AATTAATTTTGTTTTAATATATTACTATTTGCAGTGTTTCCCGCCTTCTGTTTTCCT
ATATTTTCTCGGGAAAATCTGAAGTTGAGATGGGGGAAACTGGAAAGTGGTGTCT
GTGGTAATGTTTTTAGTTTTTTTTTTTTTTTTTTAACTGCTGTAGAAGCTGAAGCGG
CTGCAATAAAGAAAAACATGTAGCCCGCAGCCTTAGAGTGTTGAGTGATGCAAG
TCTCTCGTGTTTCCTTTAATTTTAATATAAGATGTCTCTTCAT






