
IDENTIFICATION 

Species: Brachypodium distachyon 

Locus: Bradi1g03640 

Gene Model: Bradi1g03640.1.p 

Description: BdEXPA-01 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bdistachyon_v3_1  
KEGG: https://www.genome.jp/entry/T01717  

EXTERNAL RESOURCES 

https://brachypodium.org/  

https://archive.gramene.org/species/brachypodium/brachypodium_intro.html  
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GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BdEXPA-01 

MPSPPLPFFAVLLASVLLLLLPHAADARIPGVYTGGDWQSAHATFYGGSDASGTMGG

ACGYGNLYSQGYGVNNAALSTALFNGGQRCGACFEIKCVNQPDWKWCHPGSPSILV

TATNFCPPNYALPSDDGGWCNPPRPHFDLAMPMFLHIAEYRAGIVPVTYRRVACRKK

GGVRFTMHGFRYFNLVLITNVAGAGDLVRASVKGSSTGWMPMSRNWGQNWQSNS

VLVGQSLSFRVTSSDRRTSTSWNVAPGGWYFGQTFEGKNFRV* 

CDS (coding sequence) 

>BdEXPA-01 

ATGCCGTCTCCCCCGCTGCCGTTCTTCGCCGTCCTCCTCGCTTCGGTCCTTCTTCTG

CTGCTTCCCCACGCCGCCGACGCCCGCATCCCCGGCGTGTACACCGGCGGCGACT

GGCAGTCCGCCCACGCCACCTTCTACGGCGGCAGCGACGCCTCCGGCACCATGGG

AGGGGCGTGCGGGTACGGGAACCTGTACAGCCAGGGCTACGGGGTGAACAACGC

GGCGCTGAGCACGGCGCTCTTCAACGGCGGGCAGCGCTGCGGGGCCTGCTTCGA

GATCAAGTGCGTGAACCAGCCCGACTGGAAGTGGTGCCACCCGGGCTCGCCGTCC

ATCCTCGTCACGGCCACCAACTTCTGCCCGCCCAACTACGCGCTGCCTTCCGACG

ATGGCGGCTGGTGCAACCCGCCCCGGCCCCACTTCGACCTCGCCATGCCCATGTT

CCTCCACATCGCCGAGTACCGCGCCGGCATCGTCCCCGTCACTTACCGCCGGGTG

GCGTGCAGGAAGAAGGGAGGGGTGCGGTTCACGATGCACGGGTTCAGGTACTTC

AACCTGGTGCTGATCACGAACGTGGCGGGGGCCGGGGACCTGGTGCGCGCCAGC

GTCAAGGGTTCAAGCACCGGGTGGATGCCCATGTCACGCAACTGGGGCCAGAAC

TGGCAATCCAACTCCGTCCTCGTCGGCCAGTCGCTCTCCTTCCGCGTCACCTCCAG

CGACCGCCGCACCTCCACCTCCTGGAACGTCGCCCCCGGAGGATGGTACTTCGGC

CAGACCTTCGAGGGCAAGAACTTCAGGGTCTGA 

Nucleotide 

>BdEXPA-01 

AGCCAATTCCACCACACCACCCTTGACTCCTCCACTGTTCTCTTGTCTTGCCCCTC

TCTGCTGACGAAAGCGGAGAGACGAGCCGAGACGAACAACGGCCGCCGCCGCCG

CAACAATGCCGTCTCCCCCGCTGCCGTTCTTCGCCGTCCTCCTCGCTTCGGTCCTT

CTTCTGCTGCTTCCCCACGCCGCCGACGCCCGCATCCCCGGCGTGTACACCGGCG



GCGACTGGCAGTCCGCCCACGCCACCTTCTACGGCGGCAGCGACGCCTCCGGCAC

CATGGGTAAACTCACCAACTAAATCCCCAAAACCCCATTCCAATTCCAAGAAAAC

GAGATTCATGGCAGAGACTCCGGCTTCGACTAATCTTGGCACTTTGGGATGATGC

AGGAGGGGCGTGCGGGTACGGGAACCTGTACAGCCAGGGCTACGGGGTGAACAA

CGCGGCGCTGAGCACGGCGCTCTTCAACGGCGGGCAGCGCTGCGGGGCCTGCTTC

GAGATCAAGTGCGTGAACCAGCCCGACTGGAAGTGGTGCCACCCGGGCTCGCCG

TCCATCCTCGTCACGGCCACCAACTTCTGCCCGCCCAACTACGCGCTGCCTTCCGA

CGATGGCGGCTGGTGCAACCCGCCCCGGCCCCACTTCGACCTCGCCATGCCCATG

TTCCTCCACATCGCCGAGTACCGCGCCGGCATCGTCCCCGTCACTTACCGCCGGT

ACGTTTATTTCACGTCTCGTATACTTTGATTTGATTTACTCACCAAATTGCCTAGA

ACACGAGATTCGCTCCTGAGCGCGAACAATTGCGGCCACGTTTCTTTTTTTGGTTT

TTTCTCTTGGGGATTGTTGTTTATTTAGTGAACGACATTCGTCTTGATTGTGGTATC

AGTGACAAAAAAACACTTCTTTTCCGACCAATGGAGAGACGAGATGCCGCAACC

GGACCGGACCGGACCGCAGCAGGTTCTGATCTGAGCTGCGCTCCACTTTACCCAG

CACGATTCCCTTTTCTTTTTTTTCGCGTCTTTTAAGACGGGACTGCTGCTGTTGCTC

CTGCTGCTCTTGTACTGCACCGTCCGTCCGTCCGTCCATCCCAGAGTAAAACGAG

AAGAAAAAGACATCTCGACGCGTTCCATCTACAGATTATCTACTGTATTTGCGAT

TTTATTCACTGACAGTCTGACCCTCTAGGCCTCTAGGCATAGCCATTTTCTTTCCT

GAAGAAAAAGATTGTACTACCACGGCAGATATGTGTTGCACGTAGGGCCGGTCT

GGCACGGGCGATAAATTAAGTTTATCCCGTAACAATAAATCTCGCCGCTCTTTAT

TTCTTCTTCCTGCCTTGCCTTTTCCGATCTGCTACGGCCGGAGGGAGATATGATCC

GTGCCGGCAGAGGGATGGGAATGTGCACCGCTCTCCGGTTGGCTGCGGGGGCTTT

AATTAGCGAGAACGTGACATAGCGATAGGTCCGTGCGTGGCGAAAAAAACGAAA

GCCGAGAGTAAAAGCAGTTTTGGTACCAAGCCAGAAATGGGGCGAACCTTCGTT

CCAGACCCCTCCGGCTCTCCCCAGTCGCAGACATGTGCTTCTCTCGTGATAAGGA

CAGCAGCGTTTGATGATACACTGATGCTGCTTACATTTATTTAGTGCACTGGTTTG

TTTCTAGCAGGTCTCATCCTTCTGCTCACACTGTTTTTTGACACTCTTTTTAGGACT

GGTAGATCTTGAAGGGCTTCATCAGACGTTGCTTGTGCATGAACCCGCGCTTGTG

ATGGAAATCCATTCTGTCTTTTTTTTAGAAAATCAGAAAATCCATTCTGGTTTTCC

TTTTAAGAAAAAGTGGAGTGAATTTACGCTCTGATTGGAAGCCGAGCTGTGCGGG

GTAATTGGACCCTTTTGCAGAGAAAAAAAGTCGGGCTTGTCTGTAGACCATCACA

GAGGTCCACTAGCGTAGCATGTTTTGCGCAGGACACACCGCAAAATGCCCGGAG

AAACGTCCAAATCATGCATGCCGTGGTAGGAGTAGTTGTTGGCTTTGTGGTACGT

AGAACCCAGTGTTGGCAGGCAGACTGCAGAGCACAGTGCCGCGCCCACACACAC

ACACATGTTTGAGTTTGACCTTCCGTTGTTGTTTACTCTGGATCACGGGTTCGCCC

CGTCTCCCTTCGCTGACATCGATCCATCGACGGATCACCCATGCCCCATGCCCTGC

CTGAGCAGTACTAGTAAATGACCCATCTGCCCCTCTCAACGCGTGAACTCTCGCT

CCCTTCTCCTTGGCGGAGTGGTCCACATCTCTGCAGCACACTGCACCGTCGTCCCT

TCTCCCTCGCAAATTTACCATCATACCCCGACAACTAATGTAAAGCCGTCTGCTG

ACACGTGCTGTCATGGTTCTAAGTTCTTATTTCTTTTCTTAGCCTTGGTTCTTTCTT

TCTAGTACTCTATTTCTGAATTGTGTTGTTGCAAAACGCTGTGCAGGGTGGCGTGC

AGGAAGAAGGGAGGGGTGCGGTTCACGATGCACGGGTTCAGGTACTTCAACCTG

GTGCTGATCACGAACGTGGCGGGGGCCGGGGACCTGGTGCGCGCCAGCGTCAAG

GGTTCAAGCACCGGGTGGATGCCCATGTCACGCAACTGGGGCCAGAACTGGCAA

TCCAACTCCGTCCTCGTCGGCCAGTCGCTCTCCTTCCGCGTCACCTCCAGCGACCG

CCGCACCTCCACCTCCTGGAACGTCGCCCCCGGAGGATGGTACTTCGGCCAGACC

TTCGAGGGCAAGAACTTCAGGGTCTGATCATCATCTGAAAATCCACCCTCTCTTCT



TTCTCGCCGCCGTCAATCGTCGGTGCCGGTGATGGAGCTGAAGGAGTTTCATGTT

ATGGTGGATCTTACATATATATAGCGAGTAATTACTACAGCGATGGATGACAGTG

GTTGATTATTAGGGATGGTCCGGGTTGGTTTGGTGAGTTTTTTTTTATTTGTCTGTC

CTTGGTAGCCTGTGAATGCATGAGAGGTGCAAGCAGGGGTCAAACTGGTTGGTG

GTGTCCCAAGTCTGGTGTTTGTTAGGGTGGGGTGGGGTGTGATTGCTCCTGCCGT

GTCACCGAGGTCACACAGCTGGTAGTAGCAGTAACAACCATCAAGTCTGTGTGTC

GAGTTTTATCAGTGGCTGAAGTGGCTGCAGAGCTGCGGCTGAAAATGGGAGCGG

CGAGTGTAGCCCGCAGCTGCTTTGTCTGTCCGTCTTTAATCGTGTGTCCCTCCCCG

TCCCGTGTCATCTTATCTTGCATGGCACGAGCCAGTGTTTTATTTTTATCATATTG

GACCTGGTTGGTTTATCTATCTACAAATGTATGGTGATTGGGGTTGTAACTTGTAA

GAAGATCAATAGTACCAGTATCATTACCTTATGCTTATTCTGTTATTCATT 


