
IDENTIFICATION 

Species: Sesamum indicum 

Locus: XP_011094866 

Gene Model: XP_011094866.1 

Description: SinEXPA-20 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/?term=Sesamum+indicum%5Borgn%5D   

KEGG: https://www.genome.jp/entry/gn:T04135  

EXTERNAL RESOURCES 

- 

 

https://www.ncbi.nlm.nih.gov/genome/?term=Sesamum+indicum%5Borgn%5D
https://www.genome.jp/entry/gn:T04135


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SinEXPA-20 

MLAAMKLLLCISSILCFLTCSDARIPGVYSGGPWQSAHATFYGGSDASGTMGGACGY

GNLYSQGYGVNTAALSTALFNNGLSCGACFEIKCDAAQDPKWCNPGSPSILVTATNF

CPPNYALPNDNGGWCNPPREHFDLAMPMFLKIAQYSAGIVPVNFRRIPCRKQGGIRFT

INGFRYFNLVLVTNVGGAGDIVRLSIKGANTQWLPMSRNWGQNWQSNADIVGQALS

FRVTASDGRKSTSMNVAPANWQFGQTFVGKNFRV 

CDS (coding sequence) 

>SinEXPA-20 

CTCCCTTCCGCTTTCCATTCGCCCCCAAAATCCCAACGACCCTTCATTTTCTCTCTC

TAGAAACACTCCCTCTCTCTGCTGCGTCTTTCCCTCTCCATAGAGCTCCACAGCTC

TACAAATCTAAATCCACAGTCGAGAGAGTTGGAAGAACAAAATGCTCGCTGCAA

TGAAGTTGCTCCTCTGCATTTCCAGCATCCTCTGCTTCCTGACTTGCTCCGACGCC

AGAATCCCCGGGGTATATTCCGGTGGCCCCTGGCAAAGTGCTCACGCCACCTTCT

ATGGCGGCAGCGACGCCTCGGGAACCATGGGTGGTGCTTGTGGGTACGGAAATTT

GTACAGCCAAGGCTACGGCGTGAACACAGCAGCACTAAGCACGGCGCTGTTCAA

CAATGGACTGAGCTGTGGTGCCTGTTTCGAAATCAAGTGCGACGCGGCGCAGGAC

CCCAAGTGGTGCAACCCCGGCAGCCCGTCCATTTTGGTGACGGCCACTAATTTCT

GCCCGCCGAACTACGCGCTGCCCAATGACAACGGCGGATGGTGCAATCCCCCCA

GAGAACATTTTGATCTGGCCATGCCCATGTTCCTCAAGATTGCACAGTACAGCGC

CGGCATCGTCCCCGTTAACTTCCGCAGGATACCGTGCAGAAAACAAGGTGGGATC

AGATTCACAATCAACGGTTTCCGTTACTTCAACTTGGTCCTGGTCACCAACGTGG

GGGGTGCAGGGGACATCGTGCGCCTGAGCATCAAGGGTGCGAACACCCAGTGGC

TGCCCATGAGCCGCAACTGGGGGCAGAATTGGCAATCCAACGCTGATATAGTGG

GGCAGGCCCTGTCATTTAGGGTGACAGCCAGCGACGGTCGCAAATCAACTTCCAT

GAACGTGGCACCCGCTAATTGGCAGTTTGGGCAGACCTTCGTGGGCAAAAATTTC

AGGGTCTAAAACCCACGTCCCGCCTTCAAATCTTCTCTTTTTTCCCGGGAAGAAAT

TTGAAGATAGAAAGTAGTACAACAAGGGTTTAAAAAAGCAAAAACATATAGTGG

GAGGGAGTAGAAATTTACTTTTACTATATAGGGTTAGAAAAAAGTGTGCAAGTGT

GTCTTTTTTACCACTTTGAAAATGGGTTTGCTGCTTTTTACCTTTTTAGTTGTGTTG

GTAAAAAGTTGAAAGAAAAAAGGAAAAAGGGGGCATCGTAGGAGGCTGAAGAG

GCTGCAGGAAAAAGTTAAAAGGAAATGTAGCCCGCAGCTTCGAACTATCTATAG



TGTAATGGATACTCCTCACTACCTAATAATATATATATATATATGTATTGATGAAA

ATGTTTGAGTTTGCCTCTTTTA 

Nucleotide 

>SinEXPA-20 

AAAAAGTAGAGAAGAATTAGTGAAAGACATTGGCAGCAGAGCAGCACATGAATT

TCTGCATGTCCACAATTTCTCTGACCCGGATCCACTATTTTATACCACCGCAATCA

AATCAGCCGACTCTTATTTCTTATTTCTGGATTCTAAATCTTATAATTTTTTGTTTT

TTAAAAAAAAAGGGCAGAATAGAAAGTTGGAAAGTGGAGAAGCAAATGGGAAA

GTGAAGTGTTTTGGTGCATTGTAGTGTTTGGATTGTTTAAGATAGAAATAGAATG

AAGATTGTTGTGAGGAGAAATGTTTTGTTATCTTGCCCAAACCAGAATCAATGAA

TCAATCAATCACAAAATCCATATCTGAATTAATAGCATTGCCCATCTCTCTCCACT

TTTACCATTCTTGTCAAACTAAAAACACAAGGAATTAGGAATTAGGAATTAGCTC

TTTTCTTTGGATGATTGGTCAATTACACCATTTCCATCAATTCAAATTGCACCAAC

ACATAAAAGAGGCAAACTCAAACATTTTCATCAATACATATATATATATATATTA

TTAGGTAGTGAGGAGTATCCATTACACTATAGATAGTTCGAAGCTGCGGGCTACA

TTTCCTTTTAACTTTTTCCTGCAGCCTCTTCAGCCTCCTACGATGCCCCCTTTTTCC

TTTTTTCTTTCAACTTTTTACCAACACAACTAAAAAGGTAAAAAGCAGCAAACCC

ATTTTCAAAGTGGTAAAAAAGACACACTTGCACACTTTTTTCTAACCCTATATAGT

AAAAGTAAATTTCTACTCCCTCCCACTATATGTTTTTGCTTTTTTAAACCCTTGTTG

TACTACTTTCTATCTTCAAATTTCTTCCCGGGAAAAAAGAGAAGATTTGAAGGCG

GGACGTGGGTTTTAGACCCTGAAATTTTTGCCCACGAAGGTCTGCCCAAACTGCC

AATTAGCGGGTGCCACGTTCATGGAAGTTGATTTGCGACCGTCGCTGGCTGTCAC

CCTAAATGACAGGGCCTGCCCCACTATATCAGCGTTGGATTGCCAATTCTGCCCC

CAGTTGCGGCTCATGGGCAGCCACTGGGTGTTCGCACCCTTGATGCTCAGGCGCA

CGATGTCCCCTGCACCCCCCACGTTGGTGACCAGGACCAAGTTGAAGTAACGGAA

ACCGTTGATTGTGAATCTGATCCCACCTTGTTTTCTGCACGGTATCCTGTGAAATC

CAAGACAAACACAAGCAAATTAAAAGAAACCCATCAAAGATATGTGCCGTAAGA

GACCCTAAGTGGACCGGTAATTCCGGTGGCATGGACCATTTTTAGGCGCGGCTTT

TAACGTAGGTGTGTGTGGGCCCCAGGCAGCGCGTGGGATACCGTGGGACGGGCT

CAGGGTTTCTCTGAATTCGAAGCACGCCATTCCATATTACCCCGGCAACTATTACC

CAGGCGTTCAATTACATTAATGCCCTCCTCATAGATACACCTCAAGGGACCACAT

AATTACCCTTTTTAATTAATGTAGTGTATATAATAAAGAGCGAAGGAGGGCACTC

TATGCATCGTGCAGCAAGTGGGCCTACTTAACTTAAGTTGTAATATTAATTAAAA

GGAAAAAGTATGGGGGGGCATATTAGTCAAGCCAATATAAGTTAGGTTAAAGGA

CAAGAATGCCCACGGTATGTGAGATGAGGCGCTCTGACAACCATAGTGGGAAAT

TCAGAATAGCATTACCAACCGAATAAAGCGGATAGCATGGATTCTGTCAGTTAAA

GGACACAAAACTTCGCCAGATTCGGGCAACCACCACAAAAGATTGACAACCAGC

AAAGACAAAACTACCCTCAAAAATTGAAATTAACCTTAAGACAAAGCATTTGAG

CAGCTCAATATGCGGGCAATATGGAGAGCTTACCTGCGGAAGTTAACGGGGACG

ATGCCGGCGCTGTACTGTGCAATCTTGAGGAACATGGGCATGGCCAGATCAAAAT

GTTCTCTGGGGGGATTGCACCATCCGCCGTTGTCATTGGGCAGCGCGTAGTTCGG

CGGGCAGAAATTAGTGGCCGTCACCAAAATGGACGGGCTGCCGGGGTTGCACCA

CTTGGGGTCCTGCGCCGCGTCGCACTTGATTTCGAAACAGGCACCACAGCTCAGT

CCATTGTTGAACAGCGCCGTGCTTAGTGCTGCTGTGTTCACGCCGTAGCCTTGGCT

GTACAAATTTCCGTACCCACAAGCACCACCTAGAGAGAAACACAGGAGAAAATG



GAAGTTTTAGCAAAACGTACGTTTTTTCTAGTAAGTACGTTGAAAAAACAAGGGG

AATGAGTGTTTACCCATGGTTCCCGAGGCGTCGCTGCCGCCATAGAAGGTGGCGT

GAGCACTTTGCCAGGGGCCACCGGAATATACCCCGGGGATTCTGGCGTCGGAGC

AAGTCAGGAAGCAGAGGATGCTGGAAATGCAGAGGAGCAACTTCATTGCAGCGA

GCATTTTGTTCTTCCAACTCTCTCGACTGTGGATTTAGATTTGTAGAGCTGTGGAG

CTCTATGGAGAGGGAAAGACGCAGCAGAGAGAGGGAGTGTTTCTAGAGAGAGAA

AATGAAGGGTCGTTGGGATTTTGGGGGCGAATGGAAAGCGGAAGGGAGGTGGGG

GGGTACTTATGGAGGGGAAGGGCGGGCTACTAGGGGAGTGGGACAAAGGGGCA

GGGTCAAGTGCCTATTTCCCTCCCCTCGTTAATGTACCTTTTTACCCTTCACTCTCT

CTCACATCACAGTAGATATGAATATGATACGAAATTATTTTTGTCTCCTCAAACAC

AATATTAAACATATAATACTTATTTAAATTATCTTCAAAAATAAATTCAAATATAC

ATATTATCTCTAACACACACTTATTTTTTTTTCTATCTCTATTTCCATAAAATATAA

CAAAACACTCAGAAAACGAATCCAAACATTATGATAAGTATTTAGGGTTTATCAA

TATTCTAGTTTTTATTAAATGCCTCTACTTTTAATATTTTTTTTCTTTTAACTAAAA

CGGTCTTGCATAAAATAAGATATTTATTTCAAAGAAATAAAATACAATTATTTGA

TTAAGAGGGTATGCAACATTGGTGGTTCCTTTCCCTTCCGCCATACCA 


