IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin02G273300

Gene Model: Misin02G273300.1.p
Description: McsEXPB-19
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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DOMAIN ARCHITECTURE
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Query seq.

binding site §
Specific hits — Pollen_allerg 1
Superfanilies DPBB_R1pA_EXP_N-1like superfamily Pollen_allerg 1 superfamily

List of domain hits d

Name Accession Description Interval E-value
[+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-e» 44-165 7.65e-85
[+ Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pl and PIIl from Lolium perenne. 173-248 3.76e-32

SEQUENCES
Peptide
>McsEXPB-19

MASFSSSKVLALGALVFSLLVTYGSCARPAVNFTASDFTADPNWEAARATWYGAPT
GAGPDDDGGACGFKNVNLPPFSAMTSCGNQPLFKDGKGCGSCYQIRCQKHPACSGN
PETVIITDMNYYPVAKYHFDLSGTAFGAMAKPGRNDELRHAGIIDMQFKRVPCNYPG
QKVTFHVEEGSNPVYLAVLVEFEDGDGDVVQVDLMEANSGNWTPMRESWGSIWRL
DANHRLQAPFSLRITNESGRKLVASRVIPANWAANTYYRSIHQY*

CDS (coding sequence)
>McsEXPB-19

ATGGCATCCTTCTCCTCCTCCAAGGTGCTCGCACTTGGTGCGCTCGTCTTCTCCCT
CCTTGTCACGTATGGCTCGTGCGCTAGACCGGCGGTCAACTTTACCGCCTCCGACT
TCACCGCCGATCCCAACTGGGAGGCGGCCAGAGCCACCTGGTACGGTGCGCCCA
CCGGCGCCGGCCCTGACGACGATGGTGGCGCCTGCGGGTTCAAGAACGTGAACC
TGCCACCGTTCTCCGCCATGACGTCGTGCGGCAACCAGCCCCTGTTCAAGGACGG
CAAGGGATGTGGCTCCTGCTACCAGATACGATGCCAGAAGCACCCTGCGTGCTCC
GGCAACCCAGAGACGGTGATCATCACTGACATGAACTACTACCCCGTGGCCAAGT
ACCACTTCGACCTCAGCGGCACGGCGTTCGGCGCCATGGCCAAGCCCGGCCGCAA
CGACGAGCTCCGCCACGCCGGCATCATCGACATGCAGTTCAAGAGAGTGCCCTGC
AACTACCCCGGGCAGAAGGTGACGTTCCACGTCGAGGAGGGCTCCAACCCCGTCT
ACTTAGCGGTGCTCGTCGAGTTCGAGGACGGCGACGGCGACGTGGTGCAGGTGG
ACCTCATGGAGGCCAACTCCGGCAACTGGACGCCGATGCGCGAGTCCTGGGGAT
CCATCTGGAGGCTGGACGCCAACCATAGGCTGCAGGCGCCCTTCTCGCTGCGCAT
CACCAACGAGTCCGGCAGGAAGCTGGTGGCCAGTCGGGTCATCCCAGCCAACTG
GGCGGCCAACACCTACTACCGCTCCATCATTCAGTATTAG

Nucleotide
>McsEXPB-19

ACTCTTGATAATATAGGCCACACCGTGCGATAAACTGCCAAGAGGCCGTTGCTTT
TTTAATGGTTCACCCGTGATCCGAACCCTCCGTTTCTCGCATGATTTGCTCCGTAG
CCATGTGACCCCTACACACCAAAGGCCAAAGCACCACGCCGACGGGLCGCAACGG



CCGTTGATCGAGGGCGATCGCCTTCCTTGGAGATTCTTTTCCCGTCTATAAATACC
CCAGCACGGTGCTCCTTCCAGATCATCGAAACGCAAAACTCCTCCTGTCGGGCAA
AGTAGCTACTACTGTAACTCTACTAGCAGCTAGCAACTATGGCATCCTTCTCCTCC
TCCAAGGTGCTCGCACTTGGTGCGCTCGTCTTCTCCCTCCTTGTCACGTATGGCTC
GTGCGCTAGACCGGCGGTCAACTTTACCGCCTCCGACTTCACCGCCGATCCCAAC
TGGGAGGCGGCCAGAGCCACCTGGTACGGTGCGCCCACCGGCGCCGGCCCTGAC
GACGATGGTACGCACGTGTAGATCGACGACGTCGTTTCAAGGCGCAGGATCGTCG
TATACTGCGTGCTGTGTATCGTCATGCATTGCATGTGCTGTGCTGTTGGCCTAACG
CGCTTTGTCCATTGATCTGCAGGTGGCGCCTGCGGGTTCAAGAACGTGAACCTGC
CACCGTTCTCCGCCATGACGTCGTGCGGCAACCAGCCCCTGTTCAAGGACGGCAA
GGGATGTGGCTCCTGCTACCAGGTAGCTTAGATTAATTGGTCAGACGAAGATCCT
TTAATTTGGTGCCAAAAACACCCTGCCTGCTCCGGCAAGCTCCAGCATAGTTTTG
AATTTTGACTAATGAATGAACTCCGTTCTATTTTCTTTCCCAGATACGATGCCAGA
AGCACCCTGCGTGCTCCGGCAACCCAGAGACGGTGATCATCACTGACATGAACTA
CTACCCCGTGGCCAAGTACCACTTCGACCTCAGCGGCACGGCGTTCGGCGCCATG
GCCAAGCCCGGCCGCAACGACGAGCTCCGCCACGCCGGCATCATCGACATGCAG
TTCAAGAGGTGGGTATCGCCGTGTCGGCGTCATGCGCAATTGCACATGCACTGCA
CGTTGTACAGAGCCACAAAACCACAAATTTGCAGGGCCCACCTGAACAGAATAT
AAGCTACTACACCTGTGCTGCATGTGGAGCTCTTGTAGATCCACACAAGTATTAC
TAGTTAAACTGTACCTGCTCCTATCTGTATAATTAATCTAGATTTTTAGGACTGTT
GTCGGATTAGACTAATGGATCGAAACATGTCACATGCAGAGTGCCCTGCAACTAC
CCCGGGCAGAAGGTGACGTTCCACGTCGAGGAGGGCTCCAACCCCGTCTACTTAG
CGGTGCTCGTCGAGTTCGAGGACGGCGACGGCGACGTGGTGCAGGTGGACCTCA
TGGAGGCCAACTCCGGCAACTGGACGCCGATGCGCGAGTCCTGGGGATCCATCTG
GAGGCTGGACGCCAACCATAGGCTGCAGGCGCCCTTCTCGCTGCGCATCACCAAC
GAGTCCGGCAGGAAGCTGGTGGCCAGTCGGGTCATCCCAGCCAACTGGGLGGCC
AACACCTACTACCGCTCCATCATTCAGTATTAGCTCTGCTACGTACTGCGCTCTGA
TGATTCGGTGTCATTGGCTTTCACTGGAACTGTATGTAATTGTATCTTCGGTGCAT
AGGACTGCGGTGCCTTGACTAGTGTTAGTCGGTGAGACGTCAAGATATTGACAGA
GTAGGAGATGAGGAAGCAAGTTTGGATGTGCTTTCCCGCTCACAGTCAGTACATG
AATCAGTGTGATCAAGGTTATAAATTACTCCTATATATAAAGCAGCTTCACAGTG
GTATTGAGCACCTAAGGGGAATCTGATCTTAGACGTCCAAACCAGCAAAACTGA
GTTGGTCAGTTTTTTTATGTAGTTCTCCC





