IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin02G470900

Gene Model: Misin02G470900.1.p
Description: McsEXPA-19
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213



https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213

GENE STRUCTURE
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE
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Query seq. MORYLALLAVLAAATFL APAKGUNY GTA TFYVGROGSGT MGGACGYGNLY GAGY GTNT AFL SSYLFNDGAACG OCY LYMCOSNASPUCKRG ARYTVTATNFCPPNUAOPSNSGGUCNPPRP HFD MAQPAUEY ORCLYVOF SNYAGSGSIRS VSVK GTKAGHVALNRNUGANK
Superfanilies

PLNsO1SS
List of domain hits d

+ Name Accession Description Interval E-value
[+ PLN00193 super family c13342 expansin-A; Provisional 20-170 8.04e-73

SEQUENCES
Peptide
>McsEXPA-19

MDRVLALLAVLAAATFLAPAKGWNYGTATFYVGRDGSGTMGGACGYGNLYQAGY
GTNTAALSSVLFNDGAACGQCYLVMCDSNASPWCKRGAAVTVTATNFCPPNWAQP
SNSGGWCNPPRPHFDMAQPAWEVQRCLVQFSNVAGSGSIRSVSVKGTKAGWVALN
RNWGAN*

CDS (coding sequence)
>McsEXPA-19

ATGGACAGAGTCTTGGCATTGCTCGCCGTCCTGGCGGCGGCGACGTTCTTAGCAC
CGGCGAAGGGCTGGAACTACGGGACGGCGACGTTCTACGTCGGCCGCGACGGCT
CCGGCACAATGGGTGGCGCGTGCGGGTACGGCAACCTGTACCAGGCCGGGTACG
GGACGAACACGGCGGCGCTGAGCTCGGTGCTGTTCAACGACGGCGCGGCGTGLG
GGCAGTGCTACCTGGTGATGTGCGACAGCAACGCGTCCCCCTGGTGCAAGCGCGG
CGCCGCGGTGACCGTCACGGCCACCAACTTCTGCCCGCCCAACTGGGLCGCAGCCC
AGCAACAGCGGCGGCTGGTGCAATCCGCCGCGGCCGCATTTCGACATGGCGCAG
CCCGCGTGGGAGGTGCAGCGTTGCCTGGTGCAGTTCTCCAACGTGGCCGGCAGCG
GCTCCATCCGGTCCGTGTCGGTGAAGGGCACCAAGGCCGGGTGGGTCGCGCTGA
ACCGCAACTGGGGCGCCAACTAG

Nucleotide
>MCcsEXPA-19

ATGGACAGAGTCTTGGCATTGCTCGCCGTCCTGGCGGCGGCGACGTTCTTAGCAC
CGGCGAAGGGCTGGAACTACGGGACGGCGACGTTCTACGTCGGCCGCGACGGCT
CCGGCACAATGGGTAAATAACAACTGCTCCAAAGCCGCGTGCAGTGCAGTGTGG
ATTCATTCCCGAGGCTAACCAGCAGCACTCGATCATCAGCCTGTTCGTTTGGCCGT
GGCTTGTCGTAAATAATCATAAATTTCCAGCTGAAACAGTATTTTTCTCTCACACA
AACCAGCAAGCAGTACTTCTTCACGAACCAGCAATAATACGAACCACGAACCAG
CCAACCGAAGCTTACGTGTAGGTGGCGCGTGCGGGTACGGCAACCTGTACCAGG
CCGGGTACGGGACGAACACGGCGGCGCTGAGCTCGGTGCTGTTCAACGACGGCG
CGGCGTGCGGGCAGTGCTACCTGGTGATGTGCGACAGCAACGCGTCCCCCTGGTG
CAAGCGCGGCGCCGCGGTGACCGTCACGGCCACCAACTTCTGCCCGCCCAACTGG
GCGCAGCCCAGCAACAGCGGCGGCTGGTGCAATCCGCCGCGGCCGCATTTCGAC



ATGGCGCAGCCCGCGTGGGAGGTGCAGCGTTGCGTACGTGTCTTCTTCTTATATA
TATCCTGGCATAATCCCCGTCCTCTACCAGCAGTAAGTGCAGTGTGCAGGTGCAG
CGTTGCGTACGTGTCTTCTTCTTATATATATCCTGGCTTCTTTCCTGCCTTTCTCCG
ACGAACTCATCGCCGGTCCGGTGATGGTGGTGGTGCAGGGTGACGTGCTGGAGG
CAGGGAGGGATGAGAATCACCATCGGAGGGTCCAGTTTCTTCCAGCTGGTGCAGT
TCTCCAACGTGGCCGGCAGCGGCTCCATCCGGTCCGTGTCGGTGAAGGGCACCAA
GGCCGGGTGGGTCGCGCTGAACCGCAACTGGGGCGCCAACTAG





