
IDENTIFICATION 

Species: Kalanchoe fedtschenkoi 

Locus: Kaladp0742s0005 

Gene Model: Kaladp0742s0005.1.p 

Description: KfEXPA-28 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KfEXPA-28 

MALNAAPFFFFFIIITLFLQRSLAGYGGWQSAHATFYGGGDASGTMGGACGYGNLYS

QGYGTDTAALSTALFNTGLSCGSCYQIKCNDDPKWCLPGTITVTATNFCPPNPAQPSD

NGGWCNPPRQHFDLAQPAFLKIAQYRAGIVPVAFRRVPCVKKGGVRFTINGHSYFNL

VLITNVAGAGDVRSVSIKGSRTGWQAMSRNWGQNWQSNSYLNGQSLSFKVTTSDG

RTVTSYNVAPSGWQFGQTFQGGQF* 

CDS (coding sequence) 

>KfEXPA-28 

ATGGCACTCAATGCTGCTCCCTTCTTCTTCTTCTTCATTATAATCACTCTCTTCCTC

CAGCGCTCCCTGGCTGGCTACGGCGGGTGGCAGTCCGCCCACGCCACCTTCTACG

GCGGCGGCGACGCCTCCGGCACAATGGGGGGGGCTTGTGGGTATGGGAACCTCT

ACAGCCAGGGTTACGGCACCGACACGGCGGCTCTCAGCACCGCTCTCTTTAACAC

CGGCTTGAGCTGCGGCTCCTGCTACCAAATCAAATGCAATGACGACCCCAAATGG

TGCCTCCCCGGAACCATCACCGTCACCGCCACTAACTTCTGCCCTCCCAACCCCGC

CCAGCCCAGCGACAACGGCGGCTGGTGCAACCCTCCCCGCCAACACTTCGACCTC

GCCCAGCCCGCCTTCCTCAAAATTGCCCAGTACCGCGCCGGCATCGTCCCCGTCG

CCTTCCGCAGAGTGCCGTGCGTGAAGAAAGGTGGGGTTCGGTTCACCATAAACGG

ACACTCCTACTTCAACCTGGTTCTGATCACCAACGTCGCTGGAGCCGGAGATGTG

CGGTCGGTGTCCATCAAGGGATCGAGGACTGGGTGGCAAGCCATGTCCAGAAAT

TGGGGCCAGAACTGGCAGAGCAACTCCTATCTCAACGGACAGAGCCTTTCCTTTA

AAGTCACCACCAGTGACGGTAGAACAGTCACAAGCTATAACGTGGCCCCTTCTGG

TTGGCAGTTCGGTCAAACATTCCAAGGTGGTCAGTTCTAA 

Nucleotide 

>KfEXPA-28 

TATGCTATTATTAGTTATTCTATCCTATTATTAATCAAGATGGAGCCATTAGAATA

ACATTATCACTTGTTTTGTCTCACTGTGCCTTTCCTTTATATATACTCCTCCCACAC

TCCATATCTCACATATCCTCTCCTCTGTTTCTTCCTTGCACGCACACATGGCACTC

AATGCTGCTCCCTTCTTCTTCTTCTTCATTATAATCACTCTCTTCCTCCAGCGCTCC

CTGGCTGGCTACGGCGGGTGGCAGTCCGCCCACGCCACCTTCTACGGCGGCGGCG

ACGCCTCCGGCACAATGGGTACTGAGTCCATTCATTCATTTTGTGTATGACGCATG



CATGAGTATATTTTAAAGCTACTGCTCGATGATTCTTTCTCTTGCTTATATCTTTGA

TTAGGGGGGGCTTGTGGGTATGGGAACCTCTACAGCCAGGGTTACGGCACCGAC

ACGGCGGCTCTCAGCACCGCTCTCTTTAACACCGGCTTGAGCTGCGGCTCCTGCT

ACCAAATCAAATGCAATGACGACCCCAAATGGTGCCTCCCCGGAACCATCACCGT

CACCGCCACTAACTTCTGCCCTCCCAACCCCGCCCAGCCCAGCGACAACGGCGGC

TGGTGCAACCCTCCCCGCCAACACTTCGACCTCGCCCAGCCCGCCTTCCTCAAAA

TTGCCCAGTACCGCGCCGGCATCGTCCCCGTCGCCTTCCGCAGGTACAGCAAAAC

GTTACGTGATCAAAATCATGCTCCTTCTTTGCTCTGTTGCATTTATTTGAATTACTT

TCTTGAAACAGAGTGCCGTGCGTGAAGAAAGGTGGGGTTCGGTTCACCATAAAC

GGACACTCCTACTTCAACCTGGTTCTGATCACCAACGTCGCTGGAGCCGGAGATG

TGCGGTCGGTGTCCATCAAGGGATCGAGGACTGGGTGGCAAGCCATGTCCAGAA

ATTGGGGCCAGAACTGGCAGAGCAACTCCTATCTCAACGGACAGAGCCTTTCCTT

TAAAGTCACCACCAGTGACGGTAGAACAGTCACAAGCTATAACGTGGCCCCTTCT

GGTTGGCAGTTCGGTCAAACATTCCAAGGTGGTCAGTTCTAATCTGATCGCCAAA

TACGAATATTGAAATTCGAATTTATAGCAATAGTAAAAAAAAGAAAAAAACATT

ATAAAACATTTTTTGAGGTGTGAAAGTTGAAATTTAATGGTTGAGGAGCTGCCAA

TGGTTTAGAGGGGGTTGTTGCTGTGGTGTCAGCATGTGATTGGCGCCCGCTAAAA

AACATCATACGTGTTCTGAAGTCGATGTACTTGTGTCATTGATGGATCGTATTAGG

TTGTTCCATTAGTTGACGATGTCATTGTATTGTATTATTGTTATTTGTTACCCTATC

ATTATGTTGTTGTCTTTAGTTGCATAAGAGAGGCAATGGATAAATAAAGAATAAT

TTTTCGTTTA 




