IDENTIFICATION

Species: Sorghum bicolor

Locus: Sobic.001G306200

Gene Model: Sobic.001G306200.2.p
Description: SbEXPB-14

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor v3 1 1
KEGG: https://www.genome.jp/entry/T01086

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086
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DOMAIN ARCHITECTURE

¢ binding site
specific hits Pollen_allerg_1

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits ol

Name Accession Description Interval E.value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 43-164 2.92e-74
[+] Pollen_allerg_1 plam01357 Pollen allergen; This family contains allergens lol P, Pll and PIIl from Lolium perenne. 172-246 2.20e-27

SEQUENCES
Peptide
>SbEXPB-14

MGSLANKIVVVAAVLSALVGGGSCAPKKFPPGPNITTNYNGQWLVARATWYGQPN
GAGPDDNGGACGIKNVNLPPYSGFTACGNVPIFKDGKGCGSCYEVRCKEMPECSGNP
ITVFITDMNYEPIAPYHFDFSGKAFGSLAKPGLNDKLRHCGIMNVEFRRVRCKLGGKI
MFHVEKGSNPNYLAVLVKNVADDGNIVLMELEDKASPGFKPMKLSWGAVWRFDTP
KPIKGPFSIRLTSESGKKLVAPNVIPATWKPDTLYNSNIQF*

CDS (coding sequence)
>SbEXPB-14

ATGGGATCCCTCGCCAACAAAATCGTGGTCGTGGCGGCTGTCCTTTCAGCGCTCG
TCGGTGGCGGCTCGTGCGCGCCCAAGAAGTTCCCACCTGGCCCCAACATCACAAC
CAACTACAACGGCCAGTGGCTCGTCGCCAGGGCCACCTGGTATGGCCAGCCCAAC
GGCGCTGGCCCTGACGACAACGGCGGTGCGTGCGGGATCAAGAACGTGAACCTG
CCACCCTACAGCGGCTTCACAGCCTGCGGTAACGTCCCCATCTTCAAGGACGGCA
AAGGCTGCGGCTCATGCTACGAGGTGAGATGCAAGGAAATGCCGGAGTGTTCGG
GCAACCCGATCACGGTGTTCATCACCGACATGAACTACGAGCCCATCGCACCCTA
CCACTTCGACTTCAGCGGCAAGGCCTTTGGCTCCCTGGCAAAGCCCGGGCTCAAC
GACAAGCTCCGCCACTGCGGCATCATGAACGTGGAGTTCAGGAGGGTGCGGTGC
AAGCTTGGGGGCAAGATCATGTTCCACGTTGAGAAGGGGTCCAACCCCAACTACC
TGGCCGTGCTGGTCAAGAACGTGGCGGACGACGGCAACATTGTGCTCATGGAACT
CGAGGACAAGGCGTCGCCGGGGTTCAAGCCGATGAAGCTCTCCTGGGGCGCTGT
CTGGAGGTTTGACACACCCAAGCCGATCAAGGGCCCCTTCTCCATCCGCCTCACC
AGCGAGTCCGGCAAGAAGCTCGTCGCCCCAAACGTCATCCCGGCAACCTGGAAG
CCCGACACCCTCTACAACTCCAACATCCAGTTCTAA

Nucleotide
>ShEXPB-14

TCACAAACACACACAGAGCGAAATTCGTCGAACATCACAGTTGAGTGCAAAGAA
GACACAAGCGACGATGGGATCCCTCGCCAACAAAATCGTGGTCGTGGCGGCTGT
CCTTTCAGCGCTCGTCGGTGGCGGCTCGTGCGCGCCCAAGAAGTTCCCACCTGGC



CCCAACATCACAACCAACTACAACGGCCAGTGGCTCGTCGCCAGGGCCACCTGGT
ATGGCCAGCCCAACGGCGCTGGCCCTGACGACAACGGTATGTAAATTAGTAGGTT
AGGTTGAATACAATTTGGCCGGCGGTCAGCCGATCGATCGATCATTCATGCATGT
GTTAATATGATGCAGGCGGTGCGTGCGGGATCAAGAACGTGAACCTGCCACCCTA
CAGCGGCTTCACAGCCTGCGGTAACGTCCCCATCTTCAAGGACGGCAAAGGCTGC
GGCTCATGCTACGAGGTACGTACATTATATAAATAGCAACCAAACCAAACAACA
CATGCATGAGAGAGAGAGAGAGATCATCTCGCTAGGTGATCTTACATACATGCA
GGTGAGATGCAAGGAAATGCCGGAGTGTTCGGGCAACCCGATCACGGTGTTCAT
CACCGACATGAACTACGAGCCCATCGCACCCTACCACTTCGACTTCAGCGGCAAG
GCCTTTGGCTCCCTGGCAAAGCCCGGGCTCAACGACAAGCTCCGCCACTGCGGCA
TCATGAACGTGGAGTTCAGGAGGTAAATGCATATATTTTTCATGCATGCTATATT
GTTGGCCAAGATGACGACGATCTCAGAAAACACTATATATAGCTTCTCCATGATC
CATCGATCTGTGTGTATATACCAATATGTCATGCAGCAAAACTTACATGTCGTCCT
GTCGTCCTGCATGTAGGGTGCGGTGCAAGCTTGGGGGCAAGATCATGTTCCACGT
TGAGAAGGGGTCCAACCCCAACTACCTGGCCGTGCTGGTCAAGAACGTGGCGGA
CGACGGCAACATTGTGCTCATGGAACTCGAGGACAAGGCGTCGCCGGGGTTCAA
GCCGATGAAGCTCTCCTGGGGCGCTGTCTGGAGGTTTGACACACCCAAGCCGATC
AAGGGCCCCTTCTCCATCCGCCTCACCAGCGAGTCCGGCAAGAAGCTCGTCGLCCC
CAAACGTCATCCCGGCAACCTGGAAGCCCGACACCCTCTACAACTCCAACATCCA
GTTCTAATAGACTTTGCATGCATGCCCTTCATCCGGCAGCAAGCCAAGTTGGCCG
CTTATGTTTATTTGCATGATAATAAATAGTAGAGTCTTCTATATTCTAGATAGTAT
GTGATCCCTGTTGTTGTTCGGGTTCATGATCAAATTCCAAACAGTGGAAAATAAA
AGATTGAATATATGTGTCATCATTGATGGATACTTGAAATGTGATATTCTTCT



