
IDENTIFICATION 

Species: Oryza brachyantha 

Locus: XP_006657358 

Gene Model: XP_006651010.1 

Description: ObEXLA-02 

Family: Expansin Like Alpha 

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936  

KEGG: https://www.genome.jp/entry/T02995  

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/organism/1941498  

https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936
https://www.genome.jp/entry/T02995
https://rice-genome-hub.southgreen.fr/organism/1941498


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>ObEXLA-02 

MVDVHFCHRATAVVVLLLLLLHLVVFATVAHSQYPCDWCPPRHSTVSLLSTHAGRY

AGGACGYGAAPMELSAAAVTADLFRDGHACGACYQLRCRDRRLCGEDGVKVVVA

NLVRQPEQEETNRTADGSLQFRITKDAFAAMAKHDGVSAHELTSLRTAQVDFRRVPC

EYNKSRSLAVRVEEASANPSRLAVRFLYQGGQTDIAAVEIAPANATPSSWRYMTRRD

GVVWSTPRAPAGPLRLRVVVTAGSGGKWLRSDGEVLPAEWKPGEVYDTGLRVTDV

AVRSCSLSCGTTPDSHGDGDGGEELR 

CDS (coding sequence) 

>ObEXLA-02 

CATGCATATATGTCACTATCACGCACGACGCTCCATTAATTCTCTCGCGTTTGCTT

GCGTCTTTGATCCATGAGATGAGCCTAGCCTATAATATTACTAGCAAGCACGTAC

GTACAGTGTTTTATTTGAGGTGCAGCCATGGTGGACGTCCATTTCTGCCACAGAG

CCACCGCCGTCGTGGTGCTGCTTCTTCTTCTTCTTCACCTTGTCGTCTTCGCCACCG

TCGCCCACTCCCAGTACCCCTGCGATTGGTGCCCTCCACGTCACTCCACCGTCTCT

CTGCTCTCCACGCACGCCGGCAGATATGCAGGTGGCGCCTGCGGCTACGGTGCCG

CGCCGATGGAGCTCAGCGCTGCCGCCGTCACCGCCGACCTCTTCCGCGACGGCCA

TGCCTGCGGCGCCTGCTACCAGCTAAGGTGCAGAGACCGGAGGCTGTGCGGCGA

GGACGGCGTCAAGGTCGTCGTTGCCAACCTGGTGAGGCAGCCGGAGCAGGAGGA

GACGAACCGGACAGCTGATGGATCGCTGCAGTTTCGCATCACCAAGGACGCCTTC

GCGGCCATGGCGAAGCACGACGGCGTGTCCGCTCATGAGCTCACGAGCCTCCGC

ACCGCACAGGTCGACTTCAGGAGGGTGCCTTGCGAGTACAACAAGAGCAGGAGC

TTGGCGGTGAGGGTGGAGGAGGCGAGCGCCAACCCGAGCCGCCTCGCCGTCCGG

TTCCTGTACCAGGGCGGCCAGACCGACATCGCCGCCGTCGAGATCGCGCCGGCGA

ACGCCACGCCGTCGTCGTGGAGGTACATGACGCGGCGCGACGGTGTCGTCTGGA

GCACGCCGCGCGCCCCGGCCGGCCCGCTGCGGCTCCGCGTGGTGGTGACGGCCG

GCTCCGGCGGCAAGTGGCTGCGGAGCGACGGGGAGGTGCTTCCCGCAGAGTGGA

AGCCCGGCGAGGTGTACGACACCGGCCTGCGCGTGACCGACGTGGCCGTGCGCT

CCTGCAGCCTCTCCTGCGGCACGACGCCGGACAGCCATGGAGATGGAGACGGAG

GGGAAGAGCTGAGATGACACTTCGACGTGACGCGCACCAAGAGAGCTAGAGGAG

TCATATGCTTTGGAAGTTACAAAACCAGGGGCCTGTATGTAAAATTTAGGACCAC

TAGCAACAGACTAGTACATAACAGGGTCTTTTCTGCAAAATGTTTGACCGCTACC



ATTTTCAGCGATCAGATCAAATATTGGAATGCTGGAATGCCTCTGGTTCCTGCGT

ATAATTCACAAATTAATGCAGAGTATAAAGGTACAAATTAGCTTCAAAATTAGGC

AATTGATGAGCAACGATGCATCCTCTGGAGCCACCTATTAGTCAACTGCTTAAAA

AAAAATGAAGATGTTGGATTGGAAT 

Nucleotide 

>ObEXLA-02 

TCATAAGTGTACTGTACTTGCCAGACTTGTAATAGAGATAATAAATAAGTAGCGT

TCTCTCCAGAAAGGAAAAATACAATGAATGATAGTCGTATAGTTGGTAGAAGCA

ATGATGGGCAGGAAAGGGATACATGAGCATACATACACCAACGTCTTTTTGCTTC

CAAGTATACTTATAAACCAAAATTTAAATTCTTTTAGGGCTTCAAAAAATTTAAA

ATTTAAAATTTATATTTATAGTTGATTTTAGAGTTTTTTCATCAAAGTTTATTTTTC

ATCCTTGCCTTTTAAATTTCTAAAAATACGTATATAAATTTTTATTCATAATTATTT

TTTCGTTTGTAAATATGGGGTTTGAATTTTCCATAAAAAAATCACCCCAAACATA

ACATAACACATAGGCTCGTGGTGGCATCGATCAGAAGGATCACGGGCAAGCGCA

TATAGCAGATCCGTAGGAGGAGGAGCAGGCCGGAGAGACGATGACGATAATATA

TATGCATGCATATATGTCACTATCACGCACGACGCTCCATTAATTCTCTCGCGTTT

GCTTGCGTCTTTGATCCATGAGATGAGCCTAGCCTATAATATTACTAGCAAGCAC

GTACGTACAGTGTTTTATTTGAGGTGCAGCCATGGTGGACGTCCATTTCTGCCACA

GAGCCACCGCCGTCGTGGTGCTGCTTCTTCTTCTTCTTCACCTTGTCGTCTTCGCCA

CCGTCGCCCACTCCCAGTACCCCTGCGATTGGTGCCCTCCACGTCACTCCACCGTC

TCTCTGCTCTCCACGCACGCCGGCAGATATGCAGGTGGCGCCTGCGGCTACGGTG

CCGCGCCGATGGAGCTCAGCGCTGCCGCCGTCACCGCCGACCTCTTCCGCGACGG

CCATGCCTGCGGCGCCTGCTACCAGGTATGTGATAATCAGCAATCCGTCCATGCG

TGTGTATCCTGATCAGCTGATTGAATCCCTCGTCTCGATCGATCAATCGATGGAA

AGAAGGAATGAAGAATGCCTCTGATTGATTGGTTTTGTTTGGATGGATATGATGA

TGCAGCTAAGGTGCAGAGACCGGAGGCTGTGCGGCGAGGACGGCGTCAAGGTCG

TCGTTGCCAACCTGGTGAGGCAGCCGGAGCAGGAGGAGACGAACCGGACAGCTG

ATGGATCGCTGCAGTTTCGCATCACCAAGGACGCCTTCGCGGCCATGGCGAAGCA

CGACGGCGTGTCCGCTCATGAGCTCACGAGCCTCCGCACCGCACAGGTCGACTTC

AGGAGGGTGCCTTGCGAGTACAACAAGAGCAGGAGCTTGGCGGTGAGGGTGGAG

GAGGCGAGCGCCAACCCGAGCCGCCTCGCCGTCCGGTTCCTGTACCAGGGCGGCC

AGACCGACATCGCCGCCGTCGAGATCGCGCCGGCGAACGCCACGCCGTCGTCGT

GGAGGTACATGACGCGGCGCGACGGTGTCGTCTGGAGCACGCCGCGCGCCCCGG

CCGGCCCGCTGCGGCTCCGCGTGGTGGTGACGGCCGGCTCCGGCGGCAAGTGGCT

GCGGAGCGACGGGGAGGTGCTTCCCGCAGAGTGGAAGCCCGGCGAGGTGTACGA

CACCGGCCTGCGCGTGACCGACGTGGCCGTGCGCTCCTGCAGCCTCTCCTGCGGC

ACGACGCCGGACAGCCATGGAGATGGAGACGGAGGGGAAGAGCTGAGATGACA

CTTCGACGTGACGCGCACCAAGAGAGCTAGAGGAGTCATATGCTTTGGAAGTTAC

AAAACCAGGGGCCTGTATGTAAAATTTAGGACCACTAGCAACAGACTAGTACAT

AACAGGGTCTTTTCTGCAAAATGTTTGACCGCTACCATTTTCAGCGATCAGATCA

AATATTGGAATGCTGGAATGCCTCTGGTTCCTGCGTATAATTCACAAATTAATGC

AGAGTATAAAGGTACAAATTAGCTTCAAAATTAGGCAATTGATGAGCAACGATG

CATCCTCTGGAGCCACCTATTAGTCAACTGCTTAAAAAAAAATGAAGATGTTGGA

TTGGAATCGAACGGCCAAACAAATTAGCATGTGAAAAACAATCACATATCTTAA

AATAAATCTAATGGAAAAAAAACTGACTGACAGATTAAAAATTTTCAAGCGACC



AACAAATAGCAAACATGGAGTATATTATATGTACGTAGACATTAAAATTGAATGG

GTAATCTCTACCGCTCATTCAGATCAAATCAATAACAAATTTGTACTTCTCATTAG

AAATTTAGGCAACGATGAACTGTGGGCCCTCGACCTGAAGTGGGCGACAAATAT

AATAATAGGCCGGTGTGGGCTGACCCACGAGGAAGTAATCGTGTGAGAAAATGG

ATGGGCCATGAATTAATTAAGCGGCCCATGAGTCAGCCAGAGAAAACACTTGTA

CTGCCCATGGGCCGACCCACGAGGATGTAATCACAGTCCTAGCTAGACTCCTGCT

CAGTTGTGGTACCGAATAATTTCAGACCAGCTCCAGCCTCTCCGATTATGATTTTC

AAATTCAAGAAATTT 




