IDENTIFICATION

Species: Kalanchoe fedtschenkoi
Locus: Kaladp0083s0056

Gene Model: Kaladp0083s0056.1.p
Description: KIEXPA-21

Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi vl 1
KEGG:-
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https://phytozome-next.jgi.doe.gov/info/Kfedtschenkoi_v1_1
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SEQUENCES

Peptide

>KFEXPA-21

MSLLTLVAALCLLLPPSAHARIPGVYSGSAWQTAHATFYGGSDASGTMGGACGYGN

LYSQGYGVNTAALSTALFNNGQSCGSCFELKCANDPQWCHSGSPSIFITATNFCPPNF

AQPSDNGGWCNPPRPHFDLAMPMFLKIAEYRAGIVPVSYRRVPCRKKGGIRFTINGFR
YFNLVLITNVAGAGDIVKASVKGSKTGWMSMSRNWGQNWQSNAVLVGQALSFRVT
GSDRRTSTSWNIVPAHWQFGQTFIGKNFRV*

CDS (coding sequence)
>KfEXPA-21

ATGTCTCTCCTCACTTTGGTCGCCGCTCTCTGCCTCCTCCTCCCCCCCTCCGCCCAC
GCGCGCATCCCCGGTGTCTACTCTGGCAGCGCTTGGCAGACCGCCCACGCCACCT
TCTACGGCGGCAGTGATGCCTCTGGCACCATGGGAGGTGCTTGTGGATATGGGAA
TTTGTACAGCCAGGGCTACGGTGTGAACACGGCCGCGCTCAGTACAGCGCTGTTC
AACAACGGTCAGAGCTGCGGCTCCTGCTTCGAGCTCAAATGCGCTAATGACCCGC
AATGGTGCCACTCTGGCTCCCCATCCATCTTCATCACTGCTACTAACTTCTGTCCA
CCTAACTTCGCTCAACCCAGCGACAACGGCGGATGGTGCAACCCTCCCAGGCCCC
ATTTCGACCTCGCCATGCCCATGTTTCTCAAGATCGCTGAGTACCGCGCTGGAATC
GTCCCCGTTTCTTACCGCCGCGTGCCATGCCGAAAGAAGGGAGGAATCAGATTCA
CGATCAACGGCTTTCGCTACTTCAACCTGGTCCTAATCACCAACGTGGCCGGCGC
CGGAGACATAGTGAAGGCCAGCGTGAAGGGGTCCAAGACTGGGTGGATGAGCAT
GAGCCGTAACTGGGGTCAGAACTGGCAGTCAAACGCGGTACTGGTGGGTCAGGC
ACTTTCATTCAGAGTCACCGGCAGCGACCGCCGCACCTCCACCTCGTGGAACATC
GTGCCCGCTCACTGGCAGTTCGGGCAGACATTCATCGGAAAGAATTTCAGAGTCT
GA

Nucleotide
SKfEXPA-21

ATCTACATTATAAATCCAGTTATTTATTTACTTTTTTGGATGAAGTAATGAACATA
GTTTTTAACCTTAAATTTCATCCACTCCCAAAATCTCACCCTTAACCTTAATTTCA
CTAGACAGTCCATCTCCAATCCCCTTCCATAAATACCCTCAACACTGTCACTCCCT
CCATCACAATTCCACCCCCAAGCTCACACACCTTTTCACACCCATCATCATCTCTC
TCTTTTCTCTCCAATGTCTCTCCTCACTTTGGTCGCCGCTCTCTGCCTCCTCCTCCC




CCCCTCCGCCCACGCGCGCATCCCCGGTGTCTACTCTGGCAGCGCTTGGCAGACC
GCCCACGCCACCTTCTACGGCGGCAGTGATGCCTCTGGCACCATGGGTACGTATC
TACATATGCATAAATGTGATAAGAGAAACACTTGAGAGGGATTGTGTCAGTTTAG
TAATTGAACAGCGTGCACGTACTACAGGAGGTGCTTGTGGATATGGGAATTTGTA
CAGCCAGGGCTACGGTGTGAACACGGCCGCGCTCAGTACAGCGCTGTTCAACAA
CGGTCAGAGCTGCGGCTCCTGCTTCGAGCTCAAATGCGCTAATGACCCGCAATGG
TGCCACTCTGGCTCCCCATCCATCTTCATCACTGCTACTAACTTCTGTCCACCTAA
CTTCGCTCAACCCAGCGACAACGGCGGATGGTGCAACCCTCCCAGGCCCCATTTC
GACCTCGCCATGCCCATGTTTCTCAAGATCGCTGAGTACCGCGCTGGAATCGTCC
CCGTTTCTTACCGCCGGTATGGCCCCCCTCTCCCTTTTCTCGCTGCTCTGTTTTCAG
TTGATTTTCTTACTCCGTTCAGATTTAGGATTCCAATACGGTGACGTTTAGTCTTA
GTGTTGCTGAGTCACACGCGCTACTTCAGTAAAGTGAGGCTGAGAGTGGTTATCT
CGGAATTTTACTTTTCTTAAACTACATATTTTTTTTAAGAATTTAGTGCAGAATAT
TACGGATTTTTAATGTTAAAATATTATTAGGTTACGGGAAATTTGACATTTATTTC
AAAATAAATTATCTAAATCAGCAATGAGATTTCAATAAAGTGCTTGTCATTCAAT
TTTTTAGTTTAATAAAATTAACCTGAACTACAAAAAAAAACTTGAAAATGGGAAC
AAAGATTCAATCGATCATGTGCGATTTCAGTTTATTAATTTATTGGTTCGAATAAA
TTGTGTTGATTATATTATTAGGTTTTATGGAAATGAAATTATAAAATAAATAAAAT
TAAAATGTCCCAGTGATTAAGTTAGGTTTCTTTTTAATTAAATTCCAACCCCATTA
CTTTAGATAGATTTCTATTCGACCACCTGACTTTAACAAAAAATTCGGAAAAGCA
AAACTGTAATGTTATCTTATCTTGTCCTTAGCGTGCCATGCCGAAAGAAGGGAGG
AATCAGATTCACGATCAACGGCTTTCGCTACTTCAACCTGGTCCTAATCACCAAC
GTGGCCGGCGCCGGAGACATAGTGAAGGCCAGCGTGAAGGGGTCCAAGACTGGG
TGGATGAGCATGAGCCGTAACTGGGGTCAGAACTGGCAGTCAAACGCGGTACTG
GTGGGTCAGGCACTTTCATTCAGAGTCACCGGCAGCGACCGCCGCACCTCCACCT
CGTGGAACATCGTGCCCGCTCACTGGCAGTTCGGGCAGACATTCATCGGAAAGAA
TTTCAGAGTCTGAGAAAACAGCCAACAGCTACAAGTGAAGCATTTACAGAGCATT
AATTGAATTGTGGTGTTATTGAAAAGTGCTTTCAATGGTTAGTGTAATTTAGGGTT
TGAAAAAGATTGAGCCCCAGTTTGTGTGAGGGTTATATTAGATGTAGGAGTGATT
TGAGTGAGTGTGACGACAGATAATAGCGGAGACTGGAGAGGATGATGTCAGTTT
GTAAGCTGAAGTGGCTAGAAAAGTCTACCCCGCAGCTCTGAATTAATCCCTGTTA
ACAAGCATATATTTATATTTAATAACATTTGATAAGG






