
IDENTIFICATION 

Species: Sorghum bicolor 

Locus: Sobic.001G033300 

Gene Model: Sobic.001G033300.1.p 

Description: SbEXPA-01 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1 

KEGG: https://www.genome.jp/entry/T01086  

EXTERNAL RESOURCES 

- 

GENE STRUCTURE 

https://phytozome-next.jgi.doe.gov/info/Sbicolor_v3_1_1
https://www.genome.jp/entry/T01086


 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SbEXPA-01 

MAAMPALLLLLVAAAMMLSPASARIPGVYGGGGWQSAHATFYGGSDASGTMGGA

CGYGNLYSQGYGVNNAALSTALFNEGLSCGACFELKCENQPGWRWCRPGSPSILVT

ATNFCPPNYALPSDDGGWCNPPRPHFDLAMPMFLHIAEYRAGIVPVSYRRVPCRKSG

GVRFTINGFRYFNLVLITNVAGAGDIVRASVKASSTGWLTMSRNWGQNWQSNAILV

GQALSFRVTGSDRRTSTSWNAAPRNWQFGQTFEGKNFRV* 

CDS (coding sequence) 

>SbEXPA-01 

ATGGCGGCGATGCCGGCGCTCCTGCTGCTGCTGGTGGCCGCGGCGATGATGCTCT

CCCCAGCGTCCGCCCGCATTCCCGGCGTGTACGGCGGCGGCGGCTGGCAGAGCGC

GCACGCCACGTTCTACGGCGGCAGTGACGCCTCGGGCACCATGGGCGGCGCGTG

CGGCTATGGCAACCTGTACAGCCAGGGGTACGGCGTGAACAACGCGGCGCTGAG

CACGGCGCTGTTCAACGAGGGTCTGAGCTGCGGCGCGTGCTTCGAGCTCAAGTGC

GAGAACCAGCCCGGGTGGCGGTGGTGCCGCCCCGGGAGCCCCTCCATCCTGGTG

ACGGCCACCAACTTCTGCCCGCCAAACTACGCGCTCCCCTCCGACGACGGCGGCT

GGTGCAACCCGCCACGCCCGCACTTCGACCTCGCCATGCCCATGTTCCTCCACAT

CGCCGAGTACCGCGCCGGCATCGTCCCCGTCTCCTACCGCCGGGTGCCATGCCGG

AAGTCAGGCGGCGTGCGGTTCACCATCAACGGCTTCCGGTACTTCAACCTGGTGC

TGATCACGAACGTGGCCGGCGCGGGTGACATCGTGCGCGCGAGCGTGAAGGCGT

CCAGCACCGGGTGGCTGACCATGTCCCGGAACTGGGGCCAGAACTGGCAGTCCA

ACGCCATCCTCGTCGGCCAGGCGCTCTCCTTCCGCGTCACCGGCAGCGATCGCCG

CACCTCCACATCCTGGAACGCCGCCCCGCGCAACTGGCAGTTCGGCCAGACCTTC

GAGGGCAAGAACTTCAGGGTCTGA 

Nucleotide 

>SbEXPA-01 

CAGCAGCTCACCGTCCCGGCATCAGCCGCTGAATCCGGGCAATCAATCGCGCATT

CCCCTCAAATCCTCCCCGGCCCGCGGCCTGCTCGGCTTCTCCTTTCACCGCGCGCT

GTGGGCCGGCATTGCCTAGTAGACGCGTAGACTACCCCCTCACAAGCAGAGGCC

GCGCCCTGGTCTGCCTCGTGCCTTCATAAATACGACCCCGCCCTTCGCCATTCCCA

GTCGCGCCTCCCACCGCTCCACTCCCTGTGCCGCCGCTGCTGTTGCCACTCGCCTG

CCTGGTGCGCTGCACTGACTCTGACAGCACTCAGGGAGAGAGATGGCGGCGATG



CCGGCGCTCCTGCTGCTGCTGGTGGCCGCGGCGATGATGCTCTCCCCAGCGTCCG

CCCGCATTCCCGGCGTGTACGGCGGCGGCGGCTGGCAGAGCGCGCACGCCACGTT

CTACGGCGGCAGTGACGCCTCGGGCACCATGGGTACGTTCCTTGGTCCTTGCTGT

GCTCGTCGTCGATATCGTTCTCATTCTCATCCTCATGAACGAGAAAGAAACGGGG

AAAAAATGGCTAACTGAAAGAAACGTGTGCCGTTTCACGGCGGCGGTCGGTCTTG

CAGGCGGCGCGTGCGGCTATGGCAACCTGTACAGCCAGGGGTACGGCGTGAACA

ACGCGGCGCTGAGCACGGCGCTGTTCAACGAGGGTCTGAGCTGCGGCGCGTGCTT

CGAGCTCAAGTGCGAGAACCAGCCCGGGTGGCGGTGGTGCCGCCCCGGGAGCCC

CTCCATCCTGGTGACGGCCACCAACTTCTGCCCGCCAAACTACGCGCTCCCCTCC

GACGACGGCGGCTGGTGCAACCCGCCACGCCCGCACTTCGACCTCGCCATGCCCA

TGTTCCTCCACATCGCCGAGTACCGCGCCGGCATCGTCCCCGTCTCCTACCGCCGG

TACGACGACGCCTCCCTGCCCTGCATCCTCTCTTCAGCGTTGCGTTTCTTTGGCCG

TGCTCGTCGTCGTTGGGGACGGTGCCGGTAGTAGTAAACGACATGCTCCTTGGTT

GGAGCACCGGGGATTTTGACGCCTTTGTCCCTCCCTCCACTGGCCGTTTCGTCTGC

AGAGCGAGAGCAGAGATTCCTCGCTCTGCCCACGCGTCTTTTGAGGCGTAGTGGG

GCTACTACTCTGCTCCTCGACGCTGTGCCGCTGTAGCTGTGTCCTGTGGGCTGTGG

CTGCCTGGCTGGGAAAAGAAAAAAAAACCGTGACGCGTTCCGTCTCACAGGCTC

ACGCAGGGCAGCCCGGCACACAACCACCATCCACCAACGCCAACCCGTTTCGATT

CGTCACCTCCGTTGGCTGGTTCCTTTGCCGATGGATAGATCGATCTGGCTGGCGGC

ACGGACCTGCACGGCTTGGCGATTCATTTCGCGTCGTTTCGATCACGGCGCGGGC

TGGCAAGTACTACTTTCCCCAATGGCGGGCTGGGGATGGGGCACCGGATCCGGGC

GTAAAAGCCGCAACGCGAAATTCTGCGGCAGTACGTGATAAATCCAAGGCGATT

TGGTACAGAACTAGAGGAAAATTGTGTTTTTCTGCGTCCATGCGAGTCCATGCTC

GTCTCCATTGGCAGTTCTTGGTACAGTTTGGTGGTACTAGAGTTTGAGCTTTTTTG

ACAACGAGCTAAGGCCTTGTACGTCCACCCAAAAATGCAAAATTTTTCAAGATTT

CCCGTCACATCGAATCTTTAGACGCATGCATGTAGTATTAAATATAGACGAAAAT

AAAAACTAATTGCACAGTTTGGTCGAAATTGTCGAGACGAATTTTTTGAGTCTAG

TTAGGCCATAGTTGAACAATAATTACCGCAAACAAATTAAAGTGCTACATTGTCA

CGAAATATTTTCGTTCGGGAAGTAAACAAGGCCATTGAGCAGCGTGCACACACGC

AACACAGGCATGGTTGCGAGCGAGGCCGTTCCGGCAGGTCACATGGGACGGAAG

CCGGACGGACGGACCGGCGTCCGGTGCTACTAGTAGTAGTAGACTAGTAGTGTA

GCACTAGTACTACTGCTGACGAAAAGAAACGGAAGGCTGCTTTCTTGACATTCTA

TTTGGGTCTAATCTGCCATCTCTACAGTTGTGGTTGTTTTTGTTGTGTCTAGCATCC

GGCCTTGTTTAGTTTCCGATTTCCCTACTCTAGCACTTTAGTTTTTATTTGACAAAT

ATTATCCAATCATAAACTAACTAGAATTAAAAGATTCGTCTCGTCATTTACAGAC

AAACTGTGTAATTAGTTTTTGTTTTCGTCTATATTTAATGCTTCATGCATCTGCCGT

AAGATTCGATGTGACGGGGAATCTTGAAAACTCAGGCCTTGTTTCACCTTAAAAA

CCAAAAACTTTTCAAGATTTCCCGTCACATCGAATCTTACGTCACATGCATGAGA

CACTAAATATAGACGAAAATAAAAACTAATTACACAATTTACCTGTACATCGCGA

GATGAATCTTTTAAGTTTAGTTACTCCATGATTGGATAATGTTTGTCATAAACAAA

CAAAAGTGCTACAGTTCAAAAAACCAAAAAAAATTCGGAACTTTAAACAAAGTA

TAAAAAAAATGCCTGCGTGCGTAGTGTGGAGCACTCTTTTCAGAAAGACGACCAC

CCGGGTCATCGGCCACAGGGAAAGGCCCAGAGAAGCCTCCAAAAAACACCCAAG

GTAGCAGTAGTAGGAACAGTAGACGACACACTGGTACTGGTAGCATCACAGGCT

TTGACCTTTTTCACTTTTGCCGCCGGGGGGTACACACCGCACAGCCTCCGGGACTT

TTGCGGCTCTCCCCGTCCACGCCTGACGCTTCACATCTCTAATGACCCCAGGGCCC

ATACCCTCACCGGCCTGCCTACCACTACACCCCTGAAAATGGCCCGTTTGCCCTTC



GTTCCTCCGTGCCCCGGTCCCCGCGTGACCTGTAAAGCCCAGGGGCCATTCCGTC

CTTCCGTCCTGCAGCTCCGCCATTACCGCGTGAAGCCGCGGTGGTCCTAGCACTG

CACTCGCTGCACCTCCTGGCCGCGGTGTCTGTCCTGCCCTTTCTTTTTTCCACTACA

GCAGCAAGAACAACTCGCTTGCCATTTCCCGTTCTGCCCCTGTGTAACCAGTAAA

GTACTGCTGCTCGTAGTACAGGCTTACCTGCTGTCTGCTGATTGATGAGCACCAA

AATCTAACGATGCTGTAAAAAAAGTATTTACTTGGAGGAGTAGTACTTAGCATTC

ATACAAAATAACCCCTTGTTTAGATTGGAGATTAAAATTTTTGGGTGTCACATCG

GATATGTTGGAAAGATGTCGGAAGGAAAATAAAAAAACAAATTACATAGTTCGT

CAGGAAACTGCAATACAAATCTATTAAGCATAATTAATGTATCATTAGCACATGT

AGGTTACTGTAGCATTTAAGGCTAATCATAGAGTAACTAGACTTAAAAGACTCGT

CTCGCGATTTTCAACCAAACTGTGTAATTAGTTTATTTTTTTTATATACATTTAATG

TTACATGCATGTGTCTAAAGATTCGATGGGATGGATGAAAAAATTTTGGGTGGGA

ACTAAACAGGGCCTAAAAAGAAAATGTGCTAACCATGATTTGTTTCTCGCTGCAG

GGTGCCATGCCGGAAGTCAGGCGGCGTGCGGTTCACCATCAACGGCTTCCGGTAC

TTCAACCTGGTGCTGATCACGAACGTGGCCGGCGCGGGTGACATCGTGCGCGCGA

GCGTGAAGGCGTCCAGCACCGGGTGGCTGACCATGTCCCGGAACTGGGGCCAGA

ACTGGCAGTCCAACGCCATCCTCGTCGGCCAGGCGCTCTCCTTCCGCGTCACCGG

CAGCGATCGCCGCACCTCCACATCCTGGAACGCCGCCCCGCGCAACTGGCAGTTC

GGCCAGACCTTCGAGGGCAAGAACTTCAGGGTCTGATGAGGTCATGTCAAATTCC

ACCGCGAGTGAGAAAGAAGAAGCCAAGAAGGTCTTCTTCTTATACATAATTATTA

CTACTAAGTATACCTAGTGATTAAGAGCGTGTTAGGGTGGGAATGTCCGTGAATG

CCCCTTTAAGGCCACCACGTCTTCTCGCCTTAATTCGATGTCCAAGCTAAGTCCTC

TGAAAAAAAGGAGTTTTTGCTTCTGAACATGGGGGGCAAAAGGGTCGGTTAGGG

TATATTGCTGTCTAGCTGGTCCCTTAGTACTCGACTACTCCATTAGTGTGTGGTTA

TGGATCATGTTTTGGCTTGGGCCTTTGGGGAGGTGATGGACTTCTGTCGAAACTA

AAGAGTGGCTGAAGTGGCTGCCAAGCTGCAGCTCAAAATTGGGGGGCGGTGAGC

GTAGCCCGCAGCTGCTCGTCTTGTCCTTCCGTCCCGTGTCTTTCTCCATGAAGTGG

CTAGCCTTTGTTATCTCATTATTATCATGGACCTGATTTTCATTGCCAGTAAGTAA

GGTGATTGAACGTGTAAGAAAGTTTCTTTTCTTG 




