
IDENTIFICATION 

Species: Brachypodium distachyon 

Locus: Bradi2g35007 

Gene Model: Bradi2g35007.1.p 

Description: BdEXPB-05 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bdistachyon_v3_1  
KEGG: https://www.genome.jp/entry/T01717  

EXTERNAL RESOURCES 

https://brachypodium.org/  

https://archive.gramene.org/species/brachypodium/brachypodium_intro.html  

https://phytozome-next.jgi.doe.gov/info/Bdistachyon_v3_1
https://www.genome.jp/entry/T01717
https://brachypodium.org/
https://archive.gramene.org/species/brachypodium/brachypodium_intro.html


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BdEXPB-05 

MGSFSGIVAVVAVLAALLAGASCFVVVPPGPNITTSYDGHWLHAKATWYGSPTGAG

PPDNGGSCGIKETNLPPYNSLTSCGNLPIFKDGKGCGSCFKIKCGNKVCSKKPVVVFIT

DMNYYQFAPYHFDLSGTAFGALAMPGRESELRRYGIIDLRFRRVRCKLAPKMKIAFH

VEEGSNPEYLAVLVKFVAGDGDIVQMDLKQEGWPEWKPMRESWGAIWRMDVDYH

TPLQGPFSIRLTSESGKVLVAPHVIPADWKPKTV* 

CDS (coding sequence) 

>BdEXPB-05 

ATGGGATCCTTCTCGGGCATCGTCGCCGTCGTCGCAGTCTTGGCGGCGCTCCTGG

CCGGCGCCTCGTGTTTTGTGGTGGTGCCGCCCGGCCCCAACATCACGACCAGCTA

CGACGGCCATTGGCTCCACGCCAAGGCCACTTGGTATGGCAGCCCCACAGGCGCC

GGCCCCCCTGACAACGGTGGTTCGTGTGGGATCAAGGAGACGAACCTGCCTCCCT

ACAACAGCTTGACCTCTTGCGGCAACCTCCCCATCTTCAAGGACGGCAAGGGCTG

CGGCTCCTGCTTCAAGATCAAGTGTGGTAACAAGGTGTGCTCGAAGAAGCCGGTG

GTCGTGTTCATCACGGACATGAACTACTACCAGTTCGCCCCGTACCACTTTGACCT

CTCCGGCACGGCCTTCGGGGCCCTGGCGATGCCGGGGAGGGAGAGCGAGCTGCG

GCGCTACGGCATTATCGACCTCCGGTTCAGGAGGGTGCGCTGCAAGCTCGCGCCG

AAGATGAAGATCGCGTTCCACGTCGAGGAAGGGTCCAACCCGGAATACCTGGCG

GTGTTGGTGAAGTTCGTCGCGGGAGACGGTGACATCGTGCAGATGGACCTGAAG

CAGGAGGGCTGGCCGGAGTGGAAGCCGATGAGGGAGTCGTGGGGCGCCATCTGG

AGGATGGACGTGGACTATCACACGCCGCTCCAGGGCCCATTCTCCATCCGCCTCA

CCAGCGAGTCCGGCAAGGTGCTCGTCGCCCCTCACGTCATCCCGGCTGACTGGAA

GCCCAAAACTGTCTAA 

Nucleotide 

>BdEXPB-05 

GACGGAACCTCGTCTGCCCTCTCCAATTGACCAATTCAATTTAGCACAAATTCATT

CAGCACGATGGGATCCTTCTCGGGCATCGTCGCCGTCGTCGCAGTCTTGGCGGCG

CTCCTGGCCGGCGCCTCGTGTTTTGTGGTGGTGCCGCCCGGCCCCAACATCACGA

CCAGCTACGACGGCCATTGGCTCCACGCCAAGGCCACTTGGTATGGCAGCCCCAC



AGGCGCCGGCCCCCCTGACAACGGTAATCTACCTGGTTCTCCGTTTCATAATTCTT

GTCTCCCAAAAATAGATATATCTATTCCTAAAAAGTGTTTAGATATATGTAAGAT

TTCGACAAGAATTATGTAACGGAGATAGTACTATATTGAGGATATCATTATATCA

GTCAACGATTGTGCTTTTGAAAATGTTGTATATAAAGAAATGATGTTCTTGGGGC

ATATATTGCTTGGCATACATGGAAGGAAAGAAGTCACCGCATCTTTCAGTTTAAA

TCTGTTGATCCTGTGGTCTTGGCAGATCTCATTAGAGATGATATTAAGATGCTTGA

CGGTGCATGGGCGTCATAGGGAGTGTGTTTTTTCGTTTTTCTGTACAGCCAAACTG

CCCGCCCCCTCCCCCCCCCCCCCACCCCACACACACACACACACAGAGTATCGGA

ATTTTTTTTCTTTTCTGTTCCTTGACTTCGGTCTTGTAATGTTTCTTCTTCTATAATG

AAAAAAGGCAGAACACCTGCCATGTTCGTCAAAAAAAAAGAAAAAAAAATGTGC

TATATATCCTGCAGGTGGTTCGTGTGGGATCAAGGAGACGAACCTGCCTCCCTAC

AACAGCTTGACCTCTTGCGGCAACCTCCCCATCTTCAAGGACGGCAAGGGCTGCG

GCTCCTGCTTCAAGGTTTTCATTTCATCATGCAATAATAATAAAAGAAGTTAATTT

GCACGTGTACCTTTGTTGACATATATCGAAATAAATGTTATTTGCATGCAGATCA

AGTGTGGTAACAAGGTGTGCTCGAAGAAGCCGGTGGTCGTGTTCATCACGGACAT

GAACTACTACCAGTTCGCCCCGTACCACTTTGACCTCTCCGGCACGGCCTTCGGG

GCCCTGGCGATGCCGGGGAGGGAGAGCGAGCTGCGGCGCTACGGCATTATCGAC

CTCCGGTTCAGGAGGGTGCGCTGCAAGCTCGCGCCGAAGATGAAGATCGCGTTCC

ACGTCGAGGAAGGGTCCAACCCGGAATACCTGGCGGTGTTGGTGAAGTTCGTCGC

GGGAGACGGTGACATCGTGCAGATGGACCTGAAGCAGGAGGGCTGGCCGGAGTG

GAAGCCGATGAGGGAGTCGTGGGGCGCCATCTGGAGGATGGACGTGGACTATCA

CACGCCGCTCCAGGGCCCATTCTCCATCCGCCTCACCAGCGAGTCCGGCAAGGTG

CTCGTCGCCCCTCACGTCATCCCGGCTGACTGGAAGCCCAAAACTGTCTAACGGT

CAAACATTCAGTTCTAAACTTTGCCATTCATTTTCATTCATCGATCCGTGAGTTTA

ATTATCTCAAATGACATTATAGATAGCATAGATCATCTAGATCGATGTGGACACA

TGCATGTGTTTGAGCCTTTGAGGATGTAACCGTGTAGATCAAACTCGATCTGCAG

TATTGCAATAGAGATAAATGTTTTT 


