
IDENTIFICATION 

Species: Kalanchoe laxiflora 

Locus: Kalax.1051s0013 

Gene Model: Kalax.1051s0013.1.p 

Description: KlEXPA-54 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1   
KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/KlaxifloraFTBG2000359A_v3_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>KlEXPA-54 

MKVPWFILLMTTLFLVVLPLPDHQVHASRSNIIAERGHLAPNTAKHHKPPFRPGPWKP

AHATFYGGSDGSQTMGGACGYENLIEEGYGLQTAALSQQLFNGGQTCGACYEIKCV

NDAQWCKPGQPSMLVTATNLCPPNGQLSSQNGGWCNPPLEHFDIAQPAFVQVAEYK

AGIIPVQYRRIPCQKKGGIKFTITGNPYFNMVLVWNVGGAGDVTSLQVKGSKKLKWT

QLDRNWGQKWTTGAMMQGERLTFRVTTSDGKTSTSWNIVPENWQFGQTFEGKNFK

* 

CDS (coding sequence) 

>KlEXPA-54 

ATGAAGGTTCCTTGGTTTATTTTGTTAATGACAACATTGTTTCTTGTTGTCCTGCCC

TTGCCCGACCATCAGGTGCACGCAAGTAGAAGTAACATCATCGCTGAGCGCGGTC

ATCTCGCACCCAACACAGCCAAGCACCACAAGCCTCCATTCCGACCTGGTCCATG

GAAGCCTGCTCATGCTACATTTTACGGAGGATCCGATGGCTCGCAGACAATGGGT

GGGGCTTGCGGATATGAGAACTTGATTGAGGAAGGCTACGGCCTTCAAACCGCTG

CGTTAAGCCAGCAGTTGTTCAACGGTGGGCAGACCTGTGGGGCTTGCTATGAGAT

AAAGTGCGTGAATGATGCCCAATGGTGCAAGCCAGGGCAGCCGTCTATGCTTGTG

ACAGCTACCAATCTATGCCCCCCCAACGGCCAGTTGTCCAGCCAGAATGGAGGGT

GGTGCAACCCTCCTCTGGAGCATTTTGACATAGCTCAGCCGGCTTTTGTCCAAGTG

GCCGAGTACAAAGCTGGCATCATCCCTGTTCAATACAGAAGGATTCCTTGCCAAA

AGAAAGGAGGCATAAAGTTCACAATCACCGGAAACCCCTACTTCAACATGGTCCT

GGTGTGGAACGTGGGAGGAGCCGGAGATGTGACCAGCCTACAAGTGAAGGGGAG

CAAGAAGCTCAAGTGGACGCAACTGGACCGGAACTGGGGCCAAAAATGGACCAC

CGGAGCAATGATGCAAGGGGAGAGACTCACTTTTAGAGTGACTACTAGTGATGG

AAAAACTTCAACCTCATGGAACATTGTACCCGAAAATTGGCAATTTGGACAGACC

TTCGAAGGCAAGAACTTCAAGTAG 

Nucleotide 

>KlEXPA-54 

AGAATCCCAAACCCACAAAAATTGGGATCAAAATTAAGCACCACTGAAAATATA

TTTCAGCCAGCTAATTACTCTGCAGGAAATCCAATTCGAGGAAGCAAGTTCAGAT

TAAGGAAAAACCGAAGCAGAAGAAGATATGAAGGTTCCTTGGTTTATTTTGTTAA



TGACAACATTGTTTCTTGTTGTCCTGCCCTTGCCCGACCATCAGGTGCACGCAAGT

AGAAGTAACATCATCGCTGAGCGCGGTCATCTCGCACCCAACACAGCCAAGCAC

CACAAGCCTCCATTCCGACCTGGTCCATGGAAGCCTGCTCATGCTACATTTTACG

GAGGATCCGATGGCTCGCAGACAATGGGTATTAGCACATCTTAGTGATATACTGC

TGAGTTCTTACCATTTGTGTTTACTTAGTGTTTCTTTACAAAAAAATGATGAGTAA

AATAATAGTGTTTGTTGGTGGTGTTCAGGTGGGGCTTGCGGATATGAGAACTTGA

TTGAGGAAGGCTACGGCCTTCAAACCGCTGCGTTAAGCCAGCAGTTGTTCAACGG

TGGGCAGACCTGTGGGGCTTGCTATGAGATAAAGTGCGTGAATGATGCCCAATGG

TGCAAGCCAGGGCAGCCGTCTATGCTTGTGACAGCTACCAATCTATGCCCCCCCA

ACGGCCAGTTGTCCAGCCAGAATGGAGGGTGGTGCAACCCTCCTCTGGAGCATTT

TGACATAGCTCAGCCGGCTTTTGTCCAAGTGGCCGAGTACAAAGCTGGCATCATC

CCTGTTCAATACAGAAGGTAATTAAGCACAGTAGCAAAATAATCTTCAGGAAATT

CATGTGATCATATCATTGCAGAGAATAATGCTGTAAAAACTGTACAGGATTCAAA

TCCACATGTTTTTAATTTGAGTTGGATTTTTTGTTTTGACACTTCAGGATTCCTTGC

CAAAAGAAAGGAGGCATAAAGTTCACAATCACCGGAAACCCCTACTTCAACATG

GTCCTGGTGTGGAACGTGGGAGGAGCCGGAGATGTGACCAGCCTACAAGTGAAG

GGGAGCAAGAAGCTCAAGTGGACGCAACTGGACCGGAACTGGGGCCAAAAATG

GACCACCGGAGCAATGATGCAAGGGGAGAGACTCACTTTTAGAGTGACTACTAG

TGATGGAAAAACTTCAACCTCATGGAACATTGTACCCGAAAATTGGCAATTTGGA

CAGACCTTCGAAGGCAAGAACTTCAAGTAGTAAGGTATCTAATTGGTGTGGCGAC

GTCGTTTTAGAGATACATTGAGTAAGAAACATTGTACATGGATGGTTTGTTTCTTC

AGCATTTGTGTTACCCGGTCCCTACTGTGAGGACTTTTATATCCATCTCTAGAGTT

TAAATCTTGATAGTTGGATAT 




