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Species: Oropetium thomaeum

Locus: Oropetium_20150105_12309A

Gene Model: Oropetium_20150105_12309A
Description: OthEXPB-08

Family: Alpha Expansin

3D structure:
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Superfanilies DPBE_R1pA_EXP N-1ike superfamily OPBE_RIpA_EXP_N-1ike superdamily
PLNE3023

List of domain hits e
Name Accession Deseription Interval E-value
[+ DPBB_RIpA_EXP_N-like super family 41724 double-psi beta-barrel fold of RIpA. N-terminal domain of expansins, and similar domains; The 7-102 8.10e-50
[+] DPBB_RIpA_EXP_N-like super family 41724 double-psi beta-barrel fold of RIpA. N-terminal domain of expansins, and similar domains; The 178-270 362e-44
[+] PLNO3023 super family 33621 Expansin-like B1; Provisional 178-374 5.17e-33

>OthEXPB-08

MEPEAMGAVDQAPFSSMITAASSAVFKSGKGCGSCFQVKCTSNDACSANPVTVVVT
DESPSLNDPVHFDLSGTAFGAMAKAGQADQLRNAGRLPIQYTRVPCNYGGMGVTFK
VDAGSNPPSTFRFAAMLVVAVVSILSLAIPISCYDDPAAEPAVMDDSRONYTTRRQA
WATARGAGWSYGGATWYGSPYGAGTDGGACGYQGAVSQRPACSGRPVTVTITDSC
PDGTCQVEAGHFDMSGTAFGAMANRGMADRLRSAGILKIQYKRVSCKYNGARIAFK
VDAGSNPYYLAVLIAFQEGDGDLSAVHVMESGSRSWTPMQQSWGAVWSLNSYTGK
PLRAPFSVRLTSGSGKVLVVKNAIPSGWTAGSTYRSPVNY*

CDS (coding sequence)
>0OthEXPB-08

ATGGAGCCGGAAGCGATGGGTGCCGTCGACCAGGCGCCGTTCTCGTCCATGATCA
CCGCCGCCAGCTCCGCCGTCTTTAAATCTGGCAAGGGCTGCGGCTCTTGCTTCCA
GGTAAAATGCACGAGTAACGACGCTTGCTCCGCCAACCCCGTCACCGTCGTCGTC
ACTGACGAAAGCCCGTCCCTGAACGACCCGGTCCACTTTGATCTAAGCGGAACGG
CGTTCGGCGCCATGGCGAAGGCCGGGCAGGCCGACCAGCTCCGCAALCGLCLCGGLC
GCCTCCCCATCCAGTACACCCGGGTGCCGTGCAACTACGGCGGCATGGGCGTCAC
CTTCAAGGTCGACGCGGGCTCCAACCCTCCAAGCACATTCCGATTTGCGGCGATG
CTAGTAGTCGCCGTCGTGTCAATTCTGTCGCTCGCGATTCCCATCTCCTGCTACGA
CGATCCGGCCGCCGAGCCCGCGGTCATGGATGACTCGCGGCAGAACTACACCAC
CAGGCGGCAGGCCTGGGCGACGGCCAGAGGCGCCGGCTGGTCCTACGGLCGGLGL
GACGTGGTACGGGAGCCCCTACGGCGCCGGCACCGACGGAGGCGCGTGCGGCTA
CCAAGGCGCCGTCAGCCAGCGCCCAGCCTGCTCCGGCCGGCCAGTGACGGTGAC
CATCACCGACTCCTGCCCCGACGGGACCTGCCAAGTCGAGGCGGGGCACTTTGAC
ATGAGCGGCACCGCGTTCGGTGCTATGGCCAACCGCGGCATGGCGGACCGGCTCC
GCTCCGCCGGAATCCTCAAGATCCAATACAAGAGGGTGTCGTGCAAGTACAACG
GCGCGAGGATCGCGTTCAAGGTGGACGCCGGGTCCAACCCGTACTACCTCGCCGT
GCTGATCGCGTTCCAGGAGGGCGACGGCGACCTGTCCGCGGTGCACGTCATGGA
GAGCGGCAGCAGGTCCTGGACGCCGATGCAGCAGTCGTGGGGCGCCGTGTGGAG
CCTCAACTCCTACACGGGCAAGCCGCTACGCGCGCCGTTCTCGGTCCGCCTCACC
TCCGGTTCCGGCAAGGTGCTCGTCGTCAAGAACGCCATCCCCTCAGGGTGGACCG
CCGGATCGACCTACAGGTCCCCCGTGAACTACTGA

Nucleotide



>0OthEXPB-08

ATGGAGCCGGAAGCGATGGTACGGTATATGTAGCCTGCTGGCTCAACCAACTGCT
CGAACACACATACAGTAGCTTTCTTAATTATAAGTTCTTGAACGTCCTCCCGTTTC
ACTAATTCGGTCGTAAACTTGTGCTGTTTGTGCATACATATAGGTGGCGCATGTG
GGTACAAGGGTGCCGTCGACCAGGCGCCGTTCTCGTCCATGATCACCGCCGCCAG
CTCCGCCGTCTTTAAATCTGGCAAGGGCTGCGGCTCTTGCTTCCAGGTAAAATGC
ACGAGTAACGACGCTTGCTCCGCCAACCCCGTCACCGTCGTCGTCACTGACGAAA
GCCCGTCCCTGAACGACCCGGTCCACTTTGATCTAAGCGGAACGGCGTTCGGCGC
CATGGCGAAGGCCGGGCAGGCCGACCAGCTCCGCAACGLCCGGLLCGLLCTCCCCAT
CCAGTACACCCGGTAAGCATTGAAACGACATACTGTACGCACTCTACTGCCATAT
GTCAATGTGTGACGAGACTATAAAGAAATGTCCTTTTTTGCGCTTTGGTACATAA
ATTATTTGCTTACGACGTATACACTCTTGCCGTGAAATGTACACACAGTGTACAGT
GCAACTGGGCCGGAGTACAGTTAACCTTCGTGGTGGACGCCGGCTCCAATCCGGA
GTACTTCGCCGTGCTCATCAAGTACCAGAACGGCGACGGCGACCTCTCGGCGGTC
GAGCTGAAGCAGGCCGGGGCTGGCGCGGCGTGGGCACAGATGCAGCAGTCGTGG
GGCGCCGTTTGGAAGTTCAACTCCGGATCGCCCCTGCAGGCGCCCTTCTCCATCC
GCCTCACGTCCAGCTCCGGCAAGCAGCTCGTCGCCAGCAACGTCATCCCAGACGG
GTGGAAGCCCGGCGCCTCCTACCAGTCACCTGTCAACTTCTAATCCTCCGTTTAGC
ACATTATCTCACACGTGCATCAGGGGTTTATTAATTCGGGTGCGTGTGTAATAAT
AATAATAATATATGTGTGTGTGTGTGTGTGTATCTGTACGCTCTGAAGGGGTTGC
ATGCTTTATTACAAAATGGTGCAACCGTGCGTACGTGTGAAATAATGGCAAGAGC
CAAGAGGCAGATGAGAGGAGGAGGCGCAGATGTGCTAGCATACATAGTTCTCCC
CTCTACCTAGCTTCTCAATTTATAGTTGATGTCATTGTTATATTGATATGTACCAA
CTGTGAGCCCATGTATGTGTGTAACAGTAGCTTGTCATGGCTGCTTAATATATAA
AAACGGAAAAGTGTTGTATGTTTTCTCTGAGTGCATAACTATATCTTGTCCATTTT
GTGCATCATGGGTTCCCAACTACGACGATGCGTAGTATTTTTTTTTTGTGAGTACA
TATGTTTTTTTTTTTATCAAAAACAAAAGAGACATGGAGTTTCTGTTTCTCGCGAA
GTACTTTTTTAGGAGAGAGATTGAGAGAGACTCACCTTGATTGACTTGGAGATGG
GCCAAAGCTACCTAAATAATTGGGCTGAGTCGCCATAGGCCTGACTCATCTAGGC
TGTGAATATCCATGGGTTGTGGTCCGTTGTGGGCTGTAAGATTCCGGATAGTCAA
CGCATCGGAAGTCCGTCATAGACTTCGGCCTACTCTTCTTGTCACACACACAAAA
AAAAAATGCAGTGGTGGCACAAAAGTCATTATTGACTATAATTACAATCACAACC
ATATATATAGAGCTCTGAAATTTGTGCAATAGTACGAGAAATCTGTAGAAACGGC
TCAGAAATTGGGATCCCATTCGGACGATCGTCAAGCGTCTAGTATATCACAGTAT
AAACGCAGAATATGATGATGGCCCGTGTGGAGACAATAACTTTTTTTTTTGGGAA
GAAACTGGAGACAATAAACTTAGGAATGTGTACAAGTACTATTTGCGTATATACG
ACATACATACATGGTACGCCAAGCACAACGACACTAGATCGAGTAGTAGTCACTT
GACAATCGAACACAATGACGATCAACTGAACGGTGGCAAATATTAAAACATTTTC
TCATTGTACAACACATGCTCAACTGATAGTGATAGAGAACTACCATGCGGCGTTA
CCATTTTTTTTTATCCCAACCGTAAGAGTTGACCAGTGTACGTAGAAACAAATTGC
CACGTTCACCTCGATGATATGTGCGTCGTCGATGATATGCAGCATGTGCACCTGC
CTTTTCCCTCACATTTTGAACCGCTGCCACCGTGTGTGTATCGTCTATCCCGTCCT
GTATATATATGCCACCCGAATTGCGGTGAGCTCGATCACAATTGATCAGAGCAAG
GTACTAAGCTAGCTAGGAGGCTCGTCATCAAATTAAACAGCTAGTCACCAATGGC
TCGTCCCATGGCTCTGTACGCCGTGCTGTCAATGCTGGTAGTATCGTTTCTTGTAA
TGAACCCCATTCCCTGCTACGGAGGAAACCCAATTATTAATAGGCCCGTGGCTCG
GCACAATTACAGCACCACCACCTGCCGGTACACGGTGGCGCGGGGCAATGGTAA
CGGCTGGTTCTCCGGCGGCGCGACGTGGTACGGGAGCCCTTGCGCGCCGGCAGCG
ACGGTAAGCGCGCCGATTGCATGATGCTCGTATAATCCCGGGGGGTATGTAAAAT
AATCTTCTGACTTCGTTGCACACAACACAGGTGGTGCCTGCGGGTATGAAGGCTC




CGTTAGCAAGCGCCCGGTTCATGGATGATCGCCGCCGCCGGCCCTCTGGTTTATA
ATGGCGGAAAAGGATGCGGCACGTGCTACCAGGTCGGTATTATTCGTTTTTCATT
TCTTCTGTGTGCATGTGCGTACGACAGTTTTCGTGTCAAATTGAATGTATGTTACA
TGTTGTGCGAACGTGAAGATCAAGTGCACCGGGAACAGAGCCTGCTCCGGLCGG
CCAGTGACGGTCACCGTCACCGACTCCTGCCCCGGCGGGGTCTGCCTCGCCAAGG
CGGGCCACTTCGACATGAGCGGCGCAGCCTTCGGCGCCATGGCAAACCGCGGCA
TGGCCGACCGGCTCCGCGCCGCCGGAATCCTCAAGATCCAATACAAGAGGTGTG
GTGCTATACTGCTATATACTGCGTATTCATTCAGTCCGAACGAGATCGCAGTGCA
AAGGTCAACATTAAGCCATTCCCATCGTCAAAATGGTTAACCGCGTCATTGTGTT
TTACTTTTTGCAGGGTGCCGTGCAACTACGGCGGCATGGGCGTCACCTTCAAGGT
CGACGCGGGCTCCAACCCGTACTACCTCGCCGTGTTGATCCAGTACCCGAACGGT
GACGGCGACCTGGCCAGGGTGGACATCGTGCAGCGGGGAGGAGGCGCGTGGACG
CCGATGCAGCACTCGTGGGGCGCCATGTGGCCCGTCAACACCGGCAAGCGGTTG
AGCGGGCCGTTCTCCCTCCGACTCACCTGTGGCTCCGGCAAGGTCCTCGTGGCGA
GAAACGTGATCCCCGCCCGGTGGCGTCCTGACATGACCTACAGGTCCAAAGTGAA
CTACGCCTCCTAATTGCGATCGAAGGCATTACTGAGAACTGACAAGTGGACATTG
TGTTGTTTCACCTGTGTGTACCTTCTTGGGCATTTCAAGCAATCTGCAATCTTTCTC
AAGTGGTCTTGTTGATGACTTGTTGTGTGTGCGTGTCCACGTCGACAGAGAGCAA
CATGGGGCCCAACCGAAATGTTCCGGCCTGTCAACTGAAATTTGAGTAAATTCGG
CCTGCTCAACCGAAACAATGAACTATTCATAGGAAAATTATTCGATCTGCTCAAT
AAAAAATTTAATACTTTTTTTTGGAATGATAAAAAAATAATACTATTGCATAGTA
CATGCTTTGTTTCTCCTAAATGTAAAAATCAAATTAATAAACCGTGCAAAAAAAT
CAAATTAATAAATATAAACTGGTCTTAATCCGTTCGTCGATCCTAATCCAATCATC
CGAACTGAGGCATCATCAATCACGGAATAGTGCGCACCCGGTCTTGCGCGCACAG
AAAGTCAAATGAAATGTGAACCTTTTTTTTTGAAAAAAAAAAAGAAAAGAAATG
TGAACCTTTGCTTTGCCCGTCCTGACAACCACCAGCTCCAATCGCGGLCGGLGGLG
CTGCCGCCGAACAAAGCGGCAACGTCTTAGCCCAGCCCAGACGGATAGTATGTAT
ATGGGCAGAGCGAAGACTCGTCGGTGTTTGTACGTTACTTCGGCCCTCGAATGGC
GGCGCTGCGCTGTTCACGGAGGAGCCGAAGCACGCTCCTAATCTCGGAGCTGCTA
CGTGAGACCACTTTGATCTGGCCAGTCCCGGCCCGTGCGCGGCCAATGCGACGGA
AGCGCTCAGAAAATGCAGTAAAAGGTATACTGCTCCATTGAAATGTTCAAATGAG
CCTCTAAAATATGACCTCGGCAGAGGTAGCGGGTGGCACGTCTACAGATGGATCG
GTTCATGTGGAGTGTCTAATGATGAGTATGTAACAAACACACGTTGCGTATAAAA
AAGACCACACAAATATGCATGTGTACTGGGCATTCCCGGGCAGATTGGTATATCC
ATGTTTCCAGGGTTTCGGAGAGATCGATCGTGATCTCGATCGCCTCCATTTTCTAA
TGATTGACCACCAAATTTGTCTCGCTCTGTTTCTACAAATCAGGCTCGCACGTTTG
GGCACAAATAATGGAAGCGCACTAGTATTTGCTCCCACGTCGTTTGGAACGAGCC
CCGCCCCCTAAAAACCAGCATCCTATAAATACCACACCGATCAGCAGGCACAGA
AGTAGAACTGAGACGAACTGACCTAGTACTACTAGCAAGAGTCCTATTGGCACCG
GAGATCTTGTTCTCGATCCGATCAAACGGGAGAGACTACTACACTGTAGTATCAT
CAATGGCCAGTCCAAGCACATTCCGATTTGCGGCGATGCTAGTAGTCGCCGTCGT
GTCAATTCTGTCGCTCGCGATTCCCATCTCCTGCTACGACGATCCGGCCGCCGAGC
CCGCGGTCATGGATGACTCGCGGCAGAACTACACCACCAGGCGGCAGGCCTGGEG
CGACGGCCAGAGGCGCCGGCTGGTCCTACGGCGGCGCGACGTGGTACGGGAGCC
CCTACGGCGCCGGCACCGACGGTGAGTAGTACTACGTGCTGGCATGATATCCACG
CGCGACATTATTGATGGAATGATGGATTGCTGCTGATGCCCGACATTAGTGGATG
TGGATAGTACTAATACGGAAGCCATGAACCGTCATTTCGTAACTTGATGATGATT
CCAATAATTATTCTTCGTTTCGTGCAGGAGGCGCGTGCGGCTACCAAGGCGCCGT
CAGCCAGCGCCCGTTCTCGTCGATGGTCGCCGCCGGCGGCGCTTCCCTCTTCAAG
AACGGCAAAGGGTGCGGCGCGTGCTATCAGATCAAGTGCACCGGCAACAGAGCC



TGCTCCGGCCGGCCAGTGACGGTGACCATCACCGACTCCTGCCCCGACGGGACCT
GCCAAGTCGAGGCGGGGCACTTTGACATGAGCGGCACCGCGTTCGGTGCTATGGC
CAACCGCGGCATGGCGGACCGGCTCCGCTCCGCCGGAATCCTCAAGATCCAATAC
AAGAGGGTGTCGTGCAAGTACAACGGCGCGAGGATCGCGTTCAAGGTGGACGCC
GGGTCCAACCCGTACTACCTCGCCGTGCTGATCGCGTTCCAGGAGGGCGACGGCG
ACCTGTCCGCGGTGCACGTCATGGAGAGCGGCAGCAGGTCCTGGACGCCGATGC
AGCAGTCGTGGGGCGCCGTGTGGAGCCTCAACTCCTACACGGGCAAGCCGCTAC
GCGCGCCGTTCTCGGTCCGCCTCACCTCCGGTTCCGGCAAGGTGCTCGTCGTCAA
GAACGCCATCCCCTCAGGGTGGACCGCCGGATCGACCTACAGGTCCCCCGTGAAC
TACTGA



