
IDENTIFICATION 

Species: Eucalyptus grandis 

Locus: Eucgr.E01615 

Gene Model: Eucgr.E01615.1.p 

Description: EgrEXPB-10 

Family: Beta Expansin  

3D structure:  

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Egrandis_v2_0  

KEGG: https://www.genome.jp/entry/T03547  

EXTERNAL RESOURCES 

https://eucgenie.org/  

https://phytozome-next.jgi.doe.gov/info/Egrandis_v2_0
https://www.genome.jp/entry/T03547
https://eucgenie.org/


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>EgrEXPB-10 

MALLQSPSICFPLALLLSLLINSSHCFNPKSLNISKVQSNGDWSPAGATWYGSPNGAG

SDGGACGYGSGVDQAPFSSMVSAGGPSLFKSGKGCGACYQVKCTENAACSGNPVTV

VITDECPGGPCVAESAHFDLSGTAFGAMASSGKADELRNAGVLQIQYQKVKCNFPGA

KVAFHVDSGSNPNYFAALIEYEDGDGELGAVNLKQALDSDSWLPMQQSWGAVWKL

DGAGQLRAPFSIKLTSLDSGKTLVANNVIPAGWQPGQTYRSVVNFAV* 

CDS (coding sequence) 

>EgrEXPB-10 

ATGGCGCTTCTTCAATCTCCATCGATTTGCTTCCCTCTCGCCCTTCTCCTTTCTCTC

CTCATAAACTCGTCTCACTGCTTCAACCCCAAATCGCTTAACATCTCGAAAGTTCA

GTCCAACGGTGATTGGTCGCCGGCAGGTGCGACGTGGTACGGGAGTCCGAACGG

CGCTGGAAGCGATGGTGGCGCATGTGGGTATGGGAGTGGGGTCGACCAAGCTCC

ATTCTCTTCAATGGTGTCCGCAGGAGGGCCTTCTCTTTTCAAATCAGGCAAAGGA

TGTGGAGCTTGTTACCAGGTGAAATGCACTGAAAATGCGGCTTGTTCCGGGAACC

CGGTGACGGTCGTTATAACTGACGAATGCCCTGGTGGCCCTTGTGTCGCTGAATC

TGCTCACTTCGATTTGAGCGGCACGGCTTTTGGAGCCATGGCGAGCTCCGGCAAG

GCCGATGAACTTCGCAACGCTGGGGTGCTGCAAATTCAATACCAAAAAGTAAAG

TGCAATTTCCCCGGCGCGAAGGTGGCGTTCCACGTTGACTCCGGCTCGAACCCCA

ACTATTTCGCTGCGCTAATTGAGTACGAGGATGGGGATGGCGAGCTCGGCGCCGT

CAACCTGAAGCAGGCTCTAGACTCTGACTCTTGGCTTCCGATGCAACAGTCGTGG

GGCGCGGTTTGGAAGTTGGATGGCGCAGGCCAGCTGCGCGCTCCATTCTCGATCA

AGCTCACCTCTCTTGACTCCGGCAAGACCCTGGTTGCCAACAACGTGATCCCCGC

TGGGTGGCAGCCCGGACAGACGTACCGGTCGGTCGTCAACTTTGCTGTCTAA 

Nucleotide 

>EgrEXPB-10 

CTGACCAAAGTGTCTCGAGAATCACATGGCGCTTCTTCAATCTCCATCGATTTGCT

TCCCTCTCGCCCTTCTCCTTTCTCTCCTCATAAACTCGTCTCACTGCTTCAACCCCA

AATCGCTTAACATCTCGAAAGTTCAGTCCAACGGTGATTGGTCGCCGGCAGGTGC

GACGTGGTACGGGAGTCCGAACGGCGCTGGAAGCGATGGTAATGGAATGACATT

ATATTTTTATTTGGTCAATTCACCTGGAGTAAAGATCTTTTTATGCAAGCGCCATT



GGTCTCATCACACGCCTTTCAGTAATTTTGACTTATCAAGTCTTTCGAGTATAAAT

CGGTTCGGACATATGAGTAGCTTAGGTCAATCGCTTAATCGTGATTTGGCTTTGTA

CCAAACACATATAGTCTTAGAGGTCAAACTGGAATCAAGTACAACGCTAGACAA

TACTACTCTAGTAATTACACATTTCACCTGATCTGCAAATATACATATATATTTAT

ACATACATATATAATATATTATATATAATATGCTTTGTATGATATTTTGTACGTAG

GTGGCGCATGTGGGTATGGGAGTGGGGTCGACCAAGCTCCATTCTCTTCAATGGT

GTCCGCAGGAGGGCCTTCTCTTTTCAAATCAGGCAAAGGATGTGGAGCTTGTTAC

CAGGTTTCTCTCTTGCTAGAAAAGTGTTTCTCGAATTATTTTTATATTCGCCGTCAT

CGGAGAAAATTTGCCACGGACAAAGTTAATATATGTTCACGAGATATGCTTTTCC

TAAATTAACAATCGTGGAATAGAATTCATGAAAACATCTACTGCGGCACGCTTTC

TAGACTTCCATTAAAAGTAGTTTGAATTCTTCGTATTTAAATAGATTATTTGACTC

GGTACATATTGTCCTATTCAAACAAATTATTAAGTAGTAGTTAGGAAGTGCAGTC

TTTTGAGCTCTTGTTGATTAAATTTCAGGTGAAATGCACTGAAAATGCGGCTTGTT

CCGGGAACCCGGTGACGGTCGTTATAACTGACGAATGCCCTGGTGGCCCTTGTGT

CGCTGAATCTGCTCACTTCGATTTGAGCGGCACGGCTTTTGGAGCCATGGCGAGC

TCCGGCAAGGCCGATGAACTTCGCAACGCTGGGGTGCTGCAAATTCAATACCAAA

AGTCCGTACAGTTGATCCTTTCTCTATGGATCCTTTCGAGTGAATTCCAATTTTAA

CAGACGCGCAGAGGGAAAAAAAGGAAGATAAAACGCATTGAAAAGTGCTTTAA

ATTAACGAGAAACTTTGCTTTCACCAGACTTATACTAATCAGCAAATAGTCTAAC

TTGCTTATTAAAAGTCTATTTATGTGCACATATTTACAATGTCAAGCAGAGTAAA

GTGCAATTTCCCCGGCGCGAAGGTGGCGTTCCACGTTGACTCCGGCTCGAACCCC

AACTATTTCGCTGCGCTAATTGAGTACGAGGATGGGGATGGCGAGCTCGGCGCCG

TCAACCTGAAGCAGGCTCTAGACTCTGACTCTTGGCTTCCGATGCAACAGTCGTG

GGGCGCGGTTTGGAAGTTGGATGGCGCAGGCCAGCTGCGCGCTCCATTCTCGATC

AAGCTCACCTCTCTTGACTCCGGCAAGACCCTGGTTGCCAACAACGTGATCCCCG

CTGGGTGGCAGCCCGGACAGACGTACCGGTCGGTCGTCAACTTTGCTGTCTAAGG

GTTGTGCGTGGTTTGCTTGGGAGACGAAGAAATGGAGATTGATCGTCAGTTAATT

TGGCTCTGTATGTTTTATGTGACAGGCAAAATTAGAATATTGGATGGTGTGGAAA

AAGAAATTATTTTGCTTTTTCCACTCTGTGTAATCTAGTCAGCTATGAGCTACCTC

TTGGAAAAGAGAGTAGTAGTGAGAAATGAATGGTATTGTCCTTTGAAAATCAAG

AATGATTTAGGTATTTTTGTTCCTTTTTTCTTGCCAATCTATTGTATTTGAAGCTTG

AAAGCTTTTATGTTTTGCACCAATATATGTACCACTTCCAAAATGGATGGTTATAA

A 




