IDENTIFICATION

Species: Eucalyptus grandis
Locus: Eucgr.E01615

Gene Model: Eucgr.E01615.1.p
Description: EgrEXPB-10
Family: Beta Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Egrandis_v2 0
KEGG: https://www.genome.jp/entry/T03547

EXTERNAL RESOURCES

https://eucgenie.org/
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DOMAIN ARCHITECTURE

Query seq, T
inding site ) 1)

specific hits 2 3 Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits o
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 43-166 7.59e-79
[+] Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, Pil and Plli from Lolium perenne. 174-252 8.23e-27

>EgrEXPB-10

MALLQSPSICFPLALLLSLLINSSHCFNPKSLNISKVQSNGDWSPAGATWY GSPNGAG
SDGGACGYGSGVDQAPFSSMVSAGGPSLFKSGKGCGACYQVKCTENAACSGNPVTV
VITDECPGGPCVAESAHFDLSGTAFGAMASSGKADELRNAGVLQIQYQKVKCNFPGA
KVAFHVDSGSNPNYFAALIEYEDGDGELGAVNLKQALDSDSWLPMQQSWGAVWKL
DGAGQLRAPFSIKLTSLDSGKTLVANNVIPAGWQPGQTYRSVVNFAV*

CDS (coding sequence)
>EgrEXPB-10

ATGGCGCTTCTTCAATCTCCATCGATTTGCTTCCCTCTCGCCCTTCTCCTTTCTCTC
CTCATAAACTCGTCTCACTGCTTCAACCCCAAATCGCTTAACATCTCGAAAGTTCA
GTCCAACGGTGATTGGTCGCCGGCAGGTGCGACGTGGTACGGGAGTCCGAACGG
CGCTGGAAGCGATGGTGGCGCATGTGGGTATGGGAGTGGGGTCGACCAAGCTCC
ATTCTCTTCAATGGTGTCCGCAGGAGGGCCTTCTCTTTTCAAATCAGGCAAAGGA
TGTGGAGCTTGTTACCAGGTGAAATGCACTGAAAATGCGGCTTGTTCCGGGAACC
CGGTGACGGTCGTTATAACTGACGAATGCCCTGGTGGCCCTTGTGTCGCTGAATC
TGCTCACTTCGATTTGAGCGGCACGGCTTTTGGAGCCATGGCGAGCTCCGGCAAG
GCCGATGAACTTCGCAACGCTGGGGTGCTGCAAATTCAATACCAAAAAGTAAAG
TGCAATTTCCCCGGCGCGAAGGTGGCGTTCCACGTTGACTCCGGCTCGAACCCCA
ACTATTTCGCTGCGCTAATTGAGTACGAGGATGGGGATGGCGAGCTCGGCGCCGT
CAACCTGAAGCAGGCTCTAGACTCTGACTCTTGGCTTCCGATGCAACAGTCGTGG
GGCGCGGTTTGGAAGTTGGATGGCGCAGGCCAGCTGCGCGCTCCATTCTCGATCA
AGCTCACCTCTCTTGACTCCGGCAAGACCCTGGTTGCCAACAACGTGATCCCCGC
TGGGTGGCAGCCCGGACAGACGTACCGGTCGGTCGTCAACTTTGCTGTCTAA

Nucleotide
>EgrEXPB-10

CTGACCAAAGTGTCTCGAGAATCACATGGCGCTTCTTCAATCTCCATCGATTTGCT
TCCCTCTCGCCCTTCTCCTTTCTCTCCTCATAAACTCGTCTCACTGCTTCAACCCCA
AATCGCTTAACATCTCGAAAGTTCAGTCCAACGGTGATTGGTCGCCGGCAGGTGC
GACGTGGTACGGGAGTCCGAACGGCGCTGGAAGCGATGGTAATGGAATGACATT
ATATTTTTATTTGGTCAATTCACCTGGAGTAAAGATCTTTTTATGCAAGCGCCATT



GGTCTCATCACACGCCTTTCAGTAATTTTGACTTATCAAGTCTTTCGAGTATAAAT
CGGTTCGGACATATGAGTAGCTTAGGTCAATCGCTTAATCGTGATTTGGCTTTGTA
CCAAACACATATAGTCTTAGAGGTCAAACTGGAATCAAGTACAACGCTAGACAA
TACTACTCTAGTAATTACACATTTCACCTGATCTGCAAATATACATATATATTTAT
ACATACATATATAATATATTATATATAATATGCTTTGTATGATATTTTGTACGTAG
GTGGCGCATGTGGGTATGGGAGTGGGGTCGACCAAGCTCCATTCTCTTCAATGGT
GTCCGCAGGAGGGCCTTCTCTTTTCAAATCAGGCAAAGGATGTGGAGCTTGTTAC
CAGGTTTCTCTCTTGCTAGAAAAGTGTTTCTCGAATTATTTTTATATTCGCCGTCAT
CGGAGAAAATTTGCCACGGACAAAGTTAATATATGTTCACGAGATATGCTTTTCC
TAAATTAACAATCGTGGAATAGAATTCATGAAAACATCTACTGCGGCACGCTTTC
TAGACTTCCATTAAAAGTAGTTTGAATTCTTCGTATTTAAATAGATTATTTGACTC
GGTACATATTGTCCTATTCAAACAAATTATTAAGTAGTAGTTAGGAAGTGCAGTC
TTTTGAGCTCTTGTTGATTAAATTTCAGGTGAAATGCACTGAAAATGCGGCTTGTT
CCGGGAACCCGGTGACGGTCGTTATAACTGACGAATGCCCTGGTGGCCCTTGTGT
CGCTGAATCTGCTCACTTCGATTTGAGCGGCACGGCTTTTGGAGCCATGGCGAGC
TCCGGCAAGGCCGATGAACTTCGCAACGCTGGGGTGCTGCAAATTCAATACCAAA
AGTCCGTACAGTTGATCCTTTCTCTATGGATCCTTTCGAGTGAATTCCAATTTTAA
CAGACGCGCAGAGGGAAAAAAAGGAAGATAAAACGCATTGAAAAGTGCTTTAA
ATTAACGAGAAACTTTGCTTTCACCAGACTTATACTAATCAGCAAATAGTCTAAC
TTGCTTATTAAAAGTCTATTTATGTGCACATATTTACAATGTCAAGCAGAGTAAA
GTGCAATTTCCCCGGCGCGAAGGTGGCGTTCCACGTTGACTCCGGCTCGAACCCC
AACTATTTCGCTGCGCTAATTGAGTACGAGGATGGGGATGGCGAGCTCGGCGCCG
TCAACCTGAAGCAGGCTCTAGACTCTGACTCTTGGCTTCCGATGCAACAGTCGTG
GGGCGCGGTTTGGAAGTTGGATGGCGCAGGCCAGCTGCGCGCTCCATTCTCGATC
AAGCTCACCTCTCTTGACTCCGGCAAGACCCTGGTTGCCAACAACGTGATCCCCG
CTGGGTGGCAGCCCGGACAGACGTACCGGTCGGTCGTCAACTTTGCTGTCTAAGG
GTTGTGCGTGGTTTGCTTGGGAGACGAAGAAATGGAGATTGATCGTCAGTTAATT
TGGCTCTGTATGTTTTATGTGACAGGCAAAATTAGAATATTGGATGGTGTGGAAA
AAGAAATTATTTTGCTTTTTCCACTCTGTGTAATCTAGTCAGCTATGAGCTACCTC
TTGGAAAAGAGAGTAGTAGTGAGAAATGAATGGTATTGTCCTTTGAAAATCAAG
AATGATTTAGGTATTTTTGTTCCTTTTTTCTTGCCAATCTATTGTATTTGAAGCTTG
AAAGCTTTTATGTTTTGCACCAATATATGTACCACTTCCAAAATGGATGGTTATAA
A






