
IDENTIFICATION 

Species: Miscanthus sinensis 

Locus: Misin08G230300 

Gene Model: Misin08G230300.1.p 

Description: McsEXPB-44 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1  

KEGG:- 

EXTERNAL RESOURCES 

https://grass-genome-hub.southgreen.fr/Genomeassembly/47213  

https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>McsEXPB-44 

MAKSYTLLFGALVVLALLVSPIACSRKLAKPNKPKPTHKPAVRPRSNYTATPSVSDA

YGSGAWLSAGATYYGAPNGDGSDGGACGYQTAVGLRPFSSMIAAGSPSLFKGGKGC

GACYEVKCDSNAACSGQPATVVITDECPGGVCLAEAAHFDMSGTSIGAMAKPGMAD

RLRAAGILKIQYKRVPCKYSGVNIAFRVDQGSNPFYFEVLVEFEDGDGDLSAVDLME

AGCGTWTPMVQNWGALWRYNSNTGKALKAPFSLRLTSDSGKVLVANNVIPARWNP

GATYRSLVNYS* 

CDS (coding sequence) 

>McsEXPB-44 

ATGGCGAAATCTTACACCTTACTGTTCGGCGCACTGGTCGTGCTCGCGCTTCTAGT

GAGCCCCATTGCTTGCTCCCGCAAGCTCGCCAAGCCGAACAAGCCCAAGCCTACC

CACAAGCCGGCGGTCAGGCCCCGCAGCAACTACACCGCTACCCCCTCAGTGTCCG

ACGCCTACGGCTCGGGCGCCTGGTTGTCGGCCGGCGCGACGTACTACGGCGCCCC

AAACGGCGACGGCAGTGACGGCGGTGCGTGTGGATACCAGACCGCCGTCGGGCT

GCGCCCCTTCTCGTCGATGATCGCCGCCGGGAGCCCGTCTCTGTTCAAGGGAGGC

AAGGGCTGCGGCGCCTGCTACGAGGTTAAATGCGACAGCAACGCGGCATGCTCC

GGCCAGCCGGCCACCGTGGTCATCACCGACGAGTGCCCCGGCGGTGTCTGCCTCG

CGGAGGCGGCTCACTTCGACATGAGCGGCACTTCCATCGGCGCCATGGCGAAGCC

CGGCATGGCCGACAGGCTTCGCGCCGCCGGCATCCTCAAGATCCAGTACAAGAG

GGTGCCGTGCAAGTACAGCGGCGTGAACATCGCCTTCCGGGTGGACCAGGGCTCC

AACCCGTTCTACTTCGAGGTGCTCGTCGAGTTCGAGGACGGCGACGGCGACCTCA

GCGCCGTGGACCTGATGGAGGCCGGGTGCGGCACCTGGACCCCGATGGTGCAGA

ACTGGGGCGCGCTCTGGCGCTACAACTCCAACACCGGCAAGGCGCTCAAGGCGC

CCTTCTCGCTCCGCCTCACCTCCGACTCCGGCAAGGTGCTCGTCGCCAACAACGTC

ATCCCCGCCCGCTGGAACCCCGGCGCCACGTACCGCTCCTTGGTCAACTACTCCT

AA 

 

 

 



Nucleotide 

>McsEXPB-44 

ACTAATTCGGCCGGCAGGCAGGATCCCCAAATTTTCGCCACGTACGTCTGCATCC

CCACCAACGTGCCTATAAATAGCCCTCTGGTGCTCACTCCTGCAACTCACCAAAC

AAACACTCCAGCTACTGAGCTAAGCTCAGCCTCACAGATTCTCCTCTCGAGCTAG

AGGTTAGTACTAACTTAGAAGAAGCAGCAGCTTACAGCTGAGCAGCAACAATGG

CGAAATCTTACACCTTACTGTTCGGCGCACTGGTCGTGCTCGCGCTTCTAGTGAGC

CCCATTGCTTGCTCCCGCAAGCTCGCCAAGCCGAACAAGCCCAAGCCTACCCACA

AGCCGGCGGTCAGGCCCCGCAGCAACTACACCGCTACCCCCTCAGTGTCCGACGC

CTACGGCTCGGGCGCCTGGTTGTCGGCCGGCGCGACGTACTACGGCGCCCCAAAC

GGCGACGGCAGTGACGGTTAGTGCTGTCGCCTTTACTACTTCACTGTCTAGTACTC

TGGCAGTTAGTCAGTTAGTGTGCACTTTGCACTGCACGGCATGTTGTTGTGCCGCG

GCACTGACCGAGGTGCAATGGTGTTTGGATGCAAACGCATGTGCAGGCGGTGCGT

GTGGATACCAGACCGCCGTCGGGCTGCGCCCCTTCTCGTCGATGATCGCCGCCGG

GAGCCCGTCTCTGTTCAAGGGAGGCAAGGGCTGCGGCGCCTGCTACGAGGTCAGT

CAGCCACAACGCAAGAGTTCGTGTGGTCACACACCGCACGGACTAGCTAGCTAG

CAAAGTGTGCCTCCATTAATGGTGTGGTAGACTGTAGAGTGGTCGGCGCTGGGTC

GGTCTAACTGAATGTGTGCATGTGCCGCGCGTAACGCCGCAGGTTAAATGCGACA

GCAACGCGGCATGCTCCGGCCAGCCGGCCACCGTGGTCATCACCGACGAGTGCCC

CGGCGGTGTCTGCCTCGCGGAGGCGGCTCACTTCGACATGAGCGGCACTTCCATC

GGCGCCATGGCGAAGCCCGGCATGGCCGACAGGCTTCGCGCCGCCGGCATCCTC

AAGATCCAGTACAAGAGGTATGCGCTAGTCGCTCGTTACTGGAAAGTTCAGAGCT

TTGTCCTGTCAAAACTCAAAAGGTGTGCGTGTTAATCTCGGTGGTAATTTAAACTC

TGTCGTCCGTCGCAGGGTGCCGTGCAAGTACAGCGGCGTGAACATCGCCTTCCGG

GTGGACCAGGGCTCCAACCCGTTCTACTTCGAGGTGCTCGTCGAGTTCGAGGACG

GCGACGGCGACCTCAGCGCCGTGGACCTGATGGAGGCCGGGTGCGGCACCTGGA

CCCCGATGGTGCAGAACTGGGGCGCGCTCTGGCGCTACAACTCCAACACCGGCA

AGGCGCTCAAGGCGCCCTTCTCGCTCCGCCTCACCTCCGACTCCGGCAAGGTGCT

CGTCGCCAACAACGTCATCCCCGCCCGCTGGAACCCCGGCGCCACGTACCGCTCC

TTGGTCAACTACTCCTAATTGAACCGCGCGGCGGCGGTTCAATTCTCCACCCCCA

CTGCGCTTGGCCGGATTATTATGCGTGGCCAAGAAGTGCGGCATTGCAGTTGCAG

GGGATTCTCGAGCTTGTTTTCTGGGAAATGTCTGTCCGGGTGTTTGCGAGAGGCG

GTGTCAGAAGAGGAGGAGGAGGAGAAGGTTAAAGGAGCCGTGTTCTTCACTCCC

TCCACGGTCTCTGCAGTCACCTAGTGATTTGTGTAGTCGTCGTGTCGATTTCTCTG

TATTTTTTTCGTGGTTTCTTTTTTGTTGTGCTGGCTGAGGAGAGAGAGGAGCTTGA

GCTGCGACTAAGGTTGCTAGCTGGGTGTTGTATCAAGCGCTGTGTGTGTGTTTTGT

ACTACCACGCAATCCTTTCAGAGAATTGAATTCCTGCTTGCTTGTT 




