IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin08G230300

Gene Model: Misin08G230300.1.p
Description: McsEXPB-44
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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specific hits

Superfanilies DPBB_R1pA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Desecription Interval E.value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 63-186 1.50e-75
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, PIl and Plil from Lolium perenne. 194-272 5.81e-31

>McsEXPB-44

MAKSYTLLFGALVVLALLVSPIACSRKLAKPNKPKPTHKPAVRPRSNYTATPSVSDA
YGSGAWLSAGATYYGAPNGDGSDGGACGYQTAVGLRPFSSMIAAGSPSLFKGGKGC
GACYEVKCDSNAACSGQPATVVITDECPGGVCLAEAAHFDMSGTSIGAMAKPGMAD
RLRAAGILKIQYKRVPCKYSGVNIAFRVDQGSNPFYFEVLVEFEDGDGDLSAVDLME
AGCGTWTPMVOQNWGALWRYNSNTGKALKAPFSLRLTSDSGKVLVANNVIPARWNP
GATYRSLVNYS*

CDS (coding sequence)
>McsEXPB-44

ATGGCGAAATCTTACACCTTACTGTTCGGCGCACTGGTCGTGCTCGCGCTTCTAGT
GAGCCCCATTGCTTGCTCCCGCAAGCTCGCCAAGCCGAACAAGCCCAAGCCTACC
CACAAGCCGGCGGTCAGGCCCCGCAGCAACTACACCGCTACCCCCTCAGTGTCCG
ACGCCTACGGCTCGGGCGCCTGGTTGTCGGCCGGCGCGACGTACTACGGCGLCCCC
AAACGGCGACGGCAGTGACGGCGGTGCGTGTGGATACCAGACCGCCGTCGGGLT
GCGCCCCTTCTCGTCGATGATCGCCGCCGGGAGCCCGTCTCTGTTCAAGGGAGGC
AAGGGCTGCGGCGCCTGCTACGAGGTTAAATGCGACAGCAACGCGGCATGCTCC
GGCCAGCCGGCCACCGTGGTCATCACCGACGAGTGCCCCGGCGGTGTCTGCCTCG
CGGAGGCGGCTCACTTCGACATGAGCGGCACTTCCATCGGCGCCATGGCGAAGCC
CGGCATGGCCGACAGGCTTCGCGCCGCCGGCATCCTCAAGATCCAGTACAAGAG
GGTGCCGTGCAAGTACAGCGGCGTGAACATCGCCTTCCGGGTGGACCAGGGCTCC
AACCCGTTCTACTTCGAGGTGCTCGTCGAGTTCGAGGACGGCGACGGCGACCTCA
GCGCCGTGGACCTGATGGAGGCCGGGTGCGGCACCTGGACCCCGATGGTGCAGA
ACTGGGGCGCGCTCTGGCGCTACAACTCCAACACCGGCAAGGCGCTCAAGGCGC
CCTTCTCGCTCCGCCTCACCTCCGACTCCGGCAAGGTGCTCGTCGCCAACAACGTC
ATCCCCGCCCGCTGGAACCCCGGCGCCACGTACCGCTCCTTGGTCAACTACTCCT
AA



Nucleotide
>McsEXPB-44

ACTAATTCGGCCGGCAGGCAGGATCCCCAAATTTTCGCCACGTACGTCTGCATCC
CCACCAACGTGCCTATAAATAGCCCTCTGGTGCTCACTCCTGCAACTCACCAAAC
AAACACTCCAGCTACTGAGCTAAGCTCAGCCTCACAGATTCTCCTCTCGAGCTAG
AGGTTAGTACTAACTTAGAAGAAGCAGCAGCTTACAGCTGAGCAGCAACAATGG
CGAAATCTTACACCTTACTGTTCGGCGCACTGGTCGTGCTCGCGCTTCTAGTGAGC
CCCATTGCTTGCTCCCGCAAGCTCGCCAAGCCGAACAAGCCCAAGCCTACCCACA
AGCCGGCGGTCAGGCCCCGCAGCAACTACACCGCTACCCCCTCAGTGTCCGACGC
CTACGGCTCGGGCGCCTGGTTGTCGGCCGGCGCGACGTACTACGGCGCCCCAAAC
GGCGACGGCAGTGACGGTTAGTGCTGTCGCCTTTACTACTTCACTGTCTAGTACTC
TGGCAGTTAGTCAGTTAGTGTGCACTTTGCACTGCACGGCATGTTGTTGTGCCGCG
GCACTGACCGAGGTGCAATGGTGTTTGGATGCAAACGCATGTGCAGGCGGTGCGT
GTGGATACCAGACCGCCGTCGGGCTGCGCCCCTTCTCGTCGATGATCGCCGCCGG
GAGCCCGTCTCTGTTCAAGGGAGGCAAGGGCTGCGGCGCCTGCTACGAGGTCAGT
CAGCCACAACGCAAGAGTTCGTGTGGTCACACACCGCACGGACTAGCTAGCTAG
CAAAGTGTGCCTCCATTAATGGTGTGGTAGACTGTAGAGTGGTCGGCGCTGGGTC
GGTCTAACTGAATGTGTGCATGTGCCGCGCGTAACGCCGCAGGTTAAATGCGACA
GCAACGCGGCATGCTCCGGCCAGCCGGCCACCGTGGTCATCACCGACGAGTGCCC
CGGCGGTGTCTGCCTCGCGGAGGCGGCTCACTTCGACATGAGCGGCACTTCCATC
GGCGCCATGGCGAAGCCCGGCATGGCCGACAGGCTTCGCGCCGLCCGGCATCCTC
AAGATCCAGTACAAGAGGTATGCGCTAGTCGCTCGTTACTGGAAAGTTCAGAGCT
TTGTCCTGTCAAAACTCAAAAGGTGTGCGTGTTAATCTCGGTGGTAATTTAAACTC
TGTCGTCCGTCGCAGGGTGCCGTGCAAGTACAGCGGCGTGAACATCGCCTTCCGG
GTGGACCAGGGCTCCAACCCGTTCTACTTCGAGGTGCTCGTCGAGTTCGAGGACG
GCGACGGCGACCTCAGCGCCGTGGACCTGATGGAGGCCGGGTGCGGCACCTGGA
CCCCGATGGTGCAGAACTGGGGCGCGCTCTGGCGCTACAACTCCAACACCGGCA
AGGCGCTCAAGGCGCCCTTCTCGCTCCGCCTCACCTCCGACTCCGGCAAGGTGCT
CGTCGCCAACAACGTCATCCCCGCCCGCTGGAACCCCGGCGCCACGTACCGCTCC
TTGGTCAACTACTCCTAATTGAACCGCGCGGCGGCGGTTCAATTCTCCACCCCCA
CTGCGCTTGGCCGGATTATTATGCGTGGCCAAGAAGTGCGGCATTGCAGTTGCAG
GGGATTCTCGAGCTTGTTTTCTGGGAAATGTCTGTCCGGGTGTTTGCGAGAGGCG
GTGTCAGAAGAGGAGGAGGAGGAGAAGGTTAAAGGAGCCGTGTTCTTCACTCCC
TCCACGGTCTCTGCAGTCACCTAGTGATTTGTGTAGTCGTCGTGTCGATTTCTCTG
TATTTTTTTCGTGGTTTCTTTTTTGTTGTGCTGGCTGAGGAGAGAGAGGAGCTTGA
GCTGCGACTAAGGTTGCTAGCTGGGTGTTGTATCAAGCGCTGTGTGTGTGTTTTGT
ACTACCACGCAATCCTTTCAGAGAATTGAATTCCTGCTTGCTTGTT






