IDENTIFICATION
Species: Ananas comosus
Locus: Aco015688

Gene Model: Aco015688.1
Description: AncEXPA-17
Family: Alpha Expansin

3D structure:

GENOME DATABASES

Phytozome: https://phytozome-next.jgi.doe.gov/info/Acomosus_v3



https://phytozome-next.jgi.doe.gov/info/Acomosus_v3

EXTERNAL RESOURCES

http://pineapple.angiosperms.orag/pineapple/html/index.html#:~:text=The%20PGD%20(Pinea
pple%20Genomics%20database,genomics%20and%20CAM%20pathway%20genes..
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DOMAIN ARCHITECTURE
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Superfanilies PLNOOOS0O

List of domain hits *
Name Accession Description Interval E-value
[+ PLNO0050 super family ¢l31535 expansin A; Provisional 57-263  1.34e-83
SEQUENCES
Peptide

>AncEXPA-17

LWRLVDSSVECRDSILCLLYRYKLSGCTGTTIAQRLSSSRVGSCTGTRVRVPVQDGGG
FGDLERSIYGVNTAGLSSELFRKGSSCGGCFELRCVNHIRWCLSGSPSVVVTATDFCA
PNYGLPNDYGGWCNFPREHFEMSEAAFVQIAKGRADIIPVQYRRVKCKRNGGMRFT
VTGSSYFHQVLITNVGSDGAITAVKVKGSRTGWIPMGRNWGQNWQCNADLRGQPLS
FEVTSSGRSTITSYNVAPLNWWFGQTFEGKQFLQ*

CDS (coding sequence)
>AncEXPA-17

CTCTGGAGGCTTGTCGAGCTCTGTAGAGTGTCGGGAGCATTCTCTGCTTGCTGTCG
GTAAGCTTAGTGGCTGTCGGTACATCGCGCAGAGGCTTAGCAGCTCTCGGGTTGG
CTCTTGTCGGTAAGAGTTCGTGTCGGTAAGATGGTGGTGCATGTGGCTTTGGAGC
TGGAAAGATCAATCTATGGTGTGACGCTGGTGAGCAGCGAATTGTTCAGGAAGG
GTAGTAGCTGCGGCGGATGCTTCGAGCTGCGGTGCGTGAATCATCCGCTGGTGCT
TATCGGGAAGCCCTTCTGTTGTCGTGCGCCGGTTCTGCGCTCCGATGGCCTCCCCA
ATGATTATGGAGGGTGGTGCATTCCCCAGGGAGCTTTGAGATGTCGGAAGCCGCT
TTCGTTCAGATTGCAAAGGGAAGAGCCGATATCATCTGTTCAGTCGGAGGGTAAA
ATGCAAGAGAAGGAGGAATGAGGTTCAGTGAGGAAGCTCCTTTCCCAAGTCCTG
ATCGAGTGGGCTCAGGGAGCGATCGGCCGTTAAAGTGAAAGGGTCGAGAAGGTT
GGATCTATGGGGAGGATGGGGGCAGAATTGGCAATGCAATGCCGATCTCCGGGG
CCAGCCGCTGTCCTTCGAAGTGACCAGCAGCGGAAGAAGCTATTTTCTTATAATG
TCGCCCCCTTGAATTGGTGGTTCGGGCAACTTTGAAGGAAAGCAGTTCCTGCAAT
AG
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http://pineapple.angiosperms.org/pineapple/html/index.html#:~:text=The%20PGD%20(Pineapple%20Genomics%20database,genomics%20and%20CAM%20pathway%20genes

Nucleotide
>AncEXPA-17

CTCTGGAGGCTTGTCGAGCTCTGTAGAGTGTCGGGAGGTCTGAGTCGCGTTGGCG
CCAAATAGGTAAAGGTCCGTGCGGCGAGGGCAGCTTATAGCGAAGAATTCTGCA
AAGCAGCATTCTCTGCTTGCTGTCGGTAAGCTTAGTGGCTGTCGGTACATCGCGC
AGAGGCTTAGCAGCTCTCGGGTTGGCTCTTGTCGGTAAGAGTTCGTGTCGGTAAG
ATGGTAGGTAGAGGGCTAATTGTGTAATTTCTTGCCCTCGTTTGTATCACCGGCCA
TCCCTCTCTCTATTTAGTCTTGTGAAGAGAGAGAGGGAGTTCCTCTGCTTTTCTCT
CTCTCTCCATCCACTTAGTAGGAAGGGGTTTAATTGGAGTTTCGTCGTCGGTCGCG
CCGCGGGATCATTCGAGCGTATTTGGCCGGGGCATTNATATATATTCTCATAATT
AGCTCATTAATGAAAGGAAAAGAAAGGAAAAAGTTAAATTTCTATTAGTTTTCCA
TAAAAAGTCATTTATGCCGTTTTCGCCATCATTTAGGCTAAAAAATTTAAGGTGCT
GAATTCAATTATAAATTTGGTGGCGTTAAGCTAGCTCGATTACTTAAATTAGTTGC
AAGTTTTATAATCTAAAAAAAAAATAGCTCTTCCATGAATCAGTTTGCCTATTATG
TAATAATTCATTCGATATATAAGGTAAATGATTTGAATTATTATGGATCATTTTGA
ATTAGTCATCCGCTTTCAAAATTTTAATTTTGCTATCCATTTTTAATTTATTTGATT
TGAGCCGCCAGTGATTTTGTTTAAAATTTAAGCTGATTCAATAGTCCAGCTCCAG
GGAATGGCAATTTAATCCAAAAGCTCCCGCCCTTTCATGCCAACCGTGAAAATTA
TCTCAGTGTAATAGATTAGATAGAGAGAGAGAGAAGGAGAGAGAAATTTTTTTTT
TAAAAAAAAAAGTGCTTTTAAAGAAAAGTAGTCCAAATCCCAATAAAGATAAAG
GAAGGTATAGAGAGAGAGAGAGAGAGATTAAAAAAAAAAGTGCTTTTAAAGAA
AAGTAGTCCAAATCCCAATAAAGATAAAGGAAGGTATAGAGAGAGAGAGAGAG
AGAGAGAGAGAGAGAGAGAGAGTGCCTTCCTGTATTTTGTTTGTATCTTTCTAGC
CCCTTCTTTTTGTGGAGAAAGGAAATTAGCCCCATTGCAGAGAGTAAAGAAGTGC
TCTTTCCCTCCAAGTCCAAAAAGATGGGCTTTCTCCTCCTCAAGAGAAGCAGAAG
CAGCAGCTTCTTGCTCCTATTCTTCCTCTGTTGGGCAGCAGAAGCAGAAGCAGAA
GCAGATGCAGAAGCAGGAATTAGTAAAGAGAGAGCTTAGAGGAGTGGAGATCA
GCTAGCACTATAAAAGAAAAAGCCCCTCTCTTATTGGTAGCTGTTCTTTTTTTCTT
TTTTTTTTCCTATATATATATGATTGGTTATGTCTCAGTGATTTGTGTTTAAGTTTC
GATTCAGAAGTTTCCTTGTAGATATAGATAGGTAGTATAAAGTTTGTGGAATCCT
TGGTCATATTATGCATATATATATATTCTCAAGCAAACTTAATAAGAGTGGGATTT
GAGTTTCTTGCTTTAATGCATTTCCTATAAGAGTTCTCAAATTGGAGCTTCTGCTT
TTGAGTTCTCAGAAGATTATCTCCGCTTTGACGTAAAACCATATTGTTGGTTGCCA
AATGCATATATAGTGCTTTTCAAGAGCTTTTAGAAAAGCATGATATATCAAAAGA
TTTTTCAAAGGTTCTGGTGATTGCATGCTTGTGAACTGGTTGGTGCTTGTTAAGGT
GGTGCATGTGGCTTTGGAGCTGGAAAGATCAATCTATGGTGTGACGCTGGTGAGC
AGCGAATTGTTCAGGAAGGGTAGTAGCTGCGGCGGATGCTTCGAGCTGCGGTGC
GTGAATCATCCGCTGGTGCTTATCGGGAAGCCCTTCTGTTGTCGTGCGCCGGTTCT
GCGCTCCGATGGCCTCCCCAATGATTATGGAGGGTGGTGCATTCCCCAGGGAGCT
TTGAGATGTCGGAAGCCGCTTTCGTTCAGATTGCAAAGGGAAGAGCCGATATCAT
CTGTTCAGTCGGAGGTAGAGCATTCGGTGCAGCATTCAAATAGCAATCTTTAGTG
TCAAATTCCCATGAGAGCTGGAATTTCTTTTCTCCTGAAAAGAAAAGTTTTCTTTC
TGAATGTGTTTATCCTCATATAAATAAAATCATGAAAGCAATTGTGCTTAATATTA
TCTGATAGCTATGTTTGTTTGCTATTATCGAAAAGGGGAAAAAAAAAATTTAGTT
TCTTCTCAATTCAAATTCGAGAAATTCTTTTGTTTCTTCCTTTCAATCCATCCTTCT
AATCAGTTGAGGGTAAAAAGCAAGTAATGAATTTTGGAATTATGCAGGGTAAAA




TGCAAGAGAAACGGAGGAATGAGGTTCAGTGAGGAAGCTCCTTTCCCAAGTCCT
GATCGAGTGGGCTCAGGGAGCGATCGGCCGTTAAAGTGAAAGGGTCGAGAAGGT
TGGATCTATGGGGAGGATGGGGGCAGAATTGGCAATGCAATGCCGATCTCCGGG
GCCAGCCGCTGTCCTTCGAAGTGCAGCAGCGGAAGAAGCTATTTTCTTATAATGT
CGCCCCCTTGAATTGGTGGTTCGGGCAACTTTGAAGGAAAGCAGTTCCTGCAATA
G



