
IDENTIFICATION 

Species: Setaria viridis 

Locus: Sevir.2G127600 

Gene Model: Sevir.2G127600.1.p 

Description: SvEXPB-06 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1  

KEGG:- 

EXTERNAL RESOURCES 

- 

https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>SvEXPB-06 

MAKLCTVLLAAVVLLSLVVSPIDCTRKLSKAKPKTKAVSHRPAPVAKVTHKPAPAV

KVSGHKPAPAAKPHRNYTAIPSSPSTVYGSGGWLSGAGATYYGAPNGDGGEGGACG

YQTAVGKQPFSSMIAAGSTPLYRDGEGCGACYEVKCTTNAACSGQPVTIVITDRSPG

DLFPGEVAHFDMSGTAMGAMARPGMADKLRAGGVLRIQYRRVQCKYPGVNIAFKV

DQGANPFYFNVLVEFEDDDGDLNAVDLMEAGSGAWTSMAHNWGAMWMLNNGKR

LNAPFGLRLTSDSGRVLVVNNAIPAGWKPGVTYRSLANYP* 

CDS (coding sequence) 

>SvEXPB-06 

ATGGCCAAGCTTTGCACAGTGCTGTTGGCAGCTGTGGTCTTGCTCTCACTTGTAGT

GAGCCCCATTGATTGCACCCGCAAGCTCAGCAAGGCGAAGCCGAAGACGAAGGC

GGTCAGCCACAGGCCGGCGCCGGTAGCCAAGGTCACCCACAAGCCGGCGCCGGC

CGTCAAGGTCAGCGGCCACAAGCCGGCGCCCGCAGCCAAACCCCACCGGAACTA

CACCGCTATCCCCTCGTCGCCGTCCACCGTGTACGGTTCCGGCGGCTGGCTGTCCG

GCGCCGGCGCGACGTACTACGGTGCCCCCAATGGCGACGGCGGCGAAGGCGGCG

CGTGCGGCTACCAGACCGCCGTCGGGAAGCAGCCGTTCTCGTCGATGATCGCCGC

CGGTAGCACGCCGCTGTACAGGGACGGCGAGGGCTGCGGCGCCTGCTATGAGGT

GAAATGCACGACCAACGCGGCGTGCTCCGGCCAGCCGGTGACCATCGTGATCAC

CGACAGGTCCCCCGGCGACCTGTTCCCCGGCGAGGTCGCCCACTTCGACATGAGC

GGCACGGCCATGGGCGCCATGGCGAGGCCCGGCATGGCCGACAAGCTCCGCGCC

GGCGGCGTGCTGAGGATCCAGTACAGGAGGGTGCAGTGCAAGTACCCCGGCGTG

AACATCGCCTTCAAGGTGGACCAGGGCGCCAACCCCTTCTACTTCAACGTGCTGG

TGGAGTTCGAGGACGACGACGGCGACCTCAACGCCGTCGACCTGATGGAGGCCG

GCAGCGGCGCCTGGACGTCCATGGCGCACAACTGGGGCGCCATGTGGATGCTCA

ACAACGGAAAGAGGCTCAACGCGCCGTTCGGGCTCCGGCTCACCTCCGACTCCGG

CAGGGTGCTCGTCGTCAACAACGCCATCCCCGCCGGGTGGAAGCCCGGGGTGACT

TACCGGTCCTTGGCCAACTACCCCTAA 

 

 



Nucleotide 

>SvEXPB-06 

GAATAATCGAGCTAGCTAGCTGAACATTCCAAGTGGTAAGCTTGGAAGAACGAG

AAGCAGCAGCAGCAGCAATGGCCAAGCTTTGCACAGTGCTGTTGGCAGCTGTGGT

CTTGCTCTCACTTGTAGTGAGCCCCATTGATTGCACCCGCAAGCTCAGCAAGGCG

AAGCCGAAGACGAAGGCGGTCAGCCACAGGCCGGCGCCGGTAGCCAAGGTCACC

CACAAGCCGGCGCCGGCCGTCAAGGTCAGCGGCCACAAGCCGGCGCCCGCAGCC

AAACCCCACCGGAACTACACCGCTATCCCCTCGTCGCCGTCCACCGTGTACGGTT

CCGGCGGCTGGCTGTCCGGCGCCGGCGCGACGTACTACGGTGCCCCCAATGGCGA

CGGCGGCGAAGGTTAGCGCCACGCGCTTGCTTGTGTCCATGCCTGTCATGTCGAC

GCCGTAGTGTGTACCGTGCATTCCACGTACGGTTGTTATTGTGCCGATGCACTGAC

CGATGTCGCTGACATTGTGAATATTGCAGGCGGCGCGTGCGGCTACCAGACCGCC

GTCGGGAAGCAGCCGTTCTCGTCGATGATCGCCGCCGGTAGCACGCCGCTGTACA

GGGACGGCGAGGGCTGCGGCGCCTGCTATGAGGTCAGCATGCATGCTCGTGTGGT

GGTCACGCGGCCTACCACTGAACTGCCGTCGTATATCTCAATTATCGCAGGGTTG

TCGGCAGGTACTGACTGGATGGTAAAAACGTGCAGGTGAAATGCACGACCAACG

CGGCGTGCTCCGGCCAGCCGGTGACCATCGTGATCACCGACAGGTCCCCCGGCGA

CCTGTTCCCCGGCGAGGTCGCCCACTTCGACATGAGCGGCACGGCCATGGGCGCC

ATGGCGAGGCCCGGCATGGCCGACAAGCTCCGCGCCGGCGGCGTGCTGAGGATC

CAGTACAGGAGGGTGCAGTGCAAGTACCCCGGCGTGAACATCGCCTTCAAGGTG

GACCAGGGCGCCAACCCCTTCTACTTCAACGTGCTGGTGGAGTTCGAGGACGACG

ACGGCGACCTCAACGCCGTCGACCTGATGGAGGCCGGCAGCGGCGCCTGGACGT

CCATGGCGCACAACTGGGGCGCCATGTGGATGCTCAACAACGGAAAGAGGCTCA

ACGCGCCGTTCGGGCTCCGGCTCACCTCCGACTCCGGCAGGGTGCTCGTCGTCAA

CAACGCCATCCCCGCCGGGTGGAAGCCCGGGGTGACTTACCGGTCCTTGGCCAAC

TACCCCTAATTCCCTGAATTGTTCCGCTGCCAATGGTGAGCAGTGCATGGTGAGA

AATGTGCGTCCGGGTTTCGCAAGAGGCGGTGTGGAAAGAGGAGGAGGTTGAAGA

AGGGAACGGTGTTCTTCCCTCCCTCCACGGTCTCTGCATTCCCCTAGTGATGTGTG

AATCGTGCCTGTAATTTTATTTTCTTACTTGGTCACCGTCGTGTTGTGAAGGAAAG

GGAGAAGCTTGAGCTGCGACTAACGTTGCATGCCATGGATCAAGTTGTGTCTTTT

GAATTTTGTACTTTCAGGATTCAAAGAAATGAATTACTGCCTTGGTAAGTTTCAAT

CGTGTGTGAAGAGATTGCTCACTCTCAGTTACCTAAGACTACAACCA 




