IDENTIFICATION

Species: Setaria viridis

Locus: Sevir.2G127600

Gene Model: Sevir.2G127600.1.p
Description: SVEXPB-06
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
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Legend:
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Query seq.
specific hits Pollen_allerg_1
Superfanilies OFBE_R1pA_ENP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits L
+ Name Accession Description Interval E-value

[+] DPBB_RIpA_EXP_N-like super family cl41724 double-psi beta-barrel fold of RIpA, N-terminal domain of expansins, and similar domains; The 89-213 3.74e-57
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P, Pll and Pill from Lolium perenne 221-297 7.93e-26

SEQUENCES
Peptide
>SVEXPB-06

MAKLCTVLLAAVVLLSLVVSPIDCTRKLSKAKPKTKAVSHRPAPVAKVTHKPAPAV
KVSGHKPAPAAKPHRNYTAIPSSPSTVYGSGGWLSGAGATYYGAPNGDGGEGGACG
YQTAVGKQPFSSMIAAGSTPLYRDGEGCGACYEVKCTTNAACSGQPVTIVITDRSPG
DLFPGEVAHFDMSGTAMGAMARPGMADKLRAGGVLRIQYRRVQCKYPGVNIAFKV
DQGANPFYFNVLVEFEDDDGDLNAVDLMEAGSGAWTSMAHNWGAMWMLNNGKR
LNAPFGLRLTSDSGRVLVVNNAIPAGWKPGVTYRSLANYP*

CDS (coding sequence)
>SVEXPB-06

ATGGCCAAGCTTTGCACAGTGCTGTTGGCAGCTGTGGTCTTGCTCTCACTTGTAGT
GAGCCCCATTGATTGCACCCGCAAGCTCAGCAAGGCGAAGCCGAAGACGAAGGC
GGTCAGCCACAGGCCGGCGCCGGTAGCCAAGGTCACCCACAAGCCGGLGLLGGL
CGTCAAGGTCAGCGGCCACAAGCCGGCGCCCGCAGCCAAACCCCACCGGAACTA
CACCGCTATCCCCTCGTCGCCGTCCACCGTGTACGGTTCCGGCGGCTGGCTGTCCG
GCGCCGGCGCGACGTACTACGGTGCCCCCAATGGCGACGGCGGCGAAGGLGGLG
CGTGCGGCTACCAGACCGCCGTCGGGAAGCAGCCGTTCTCGTCGATGATCGCCGC
CGGTAGCACGCCGCTGTACAGGGACGGCGAGGGCTGCGGCGCCTGCTATGAGGT
GAAATGCACGACCAACGCGGCGTGCTCCGGCCAGCCGGTGACCATCGTGATCAC
CGACAGGTCCCCCGGCGACCTGTTCCCCGGCGAGGTCGCCCACTTCGACATGAGC
GGCACGGCCATGGGCGCCATGGCGAGGCCCGGCATGGCCGACAAGCTLCCGLGCC
GGCGGCGTGCTGAGGATCCAGTACAGGAGGGTGCAGTGCAAGTACCCCGGCGTG
AACATCGCCTTCAAGGTGGACCAGGGCGCCAACCCCTTCTACTTCAACGTGCTGG
TGGAGTTCGAGGACGACGACGGCGACCTCAACGCCGTCGACCTGATGGAGGCCG
GCAGCGGCGCCTGGACGTCCATGGCGCACAACTGGGGCGCCATGTGGATGCTCA
ACAACGGAAAGAGGCTCAACGCGCCGTTCGGGCTCCGGCTCACCTCCGACTCCGG
CAGGGTGCTCGTCGTCAACAACGCCATCCCCGCCGGGTGGAAGCCCGGGGTGACT
TACCGGTCCTTGGCCAACTACCCCTAA



Nucleotide
>SvEXPB-06

GAATAATCGAGCTAGCTAGCTGAACATTCCAAGTGGTAAGCTTGGAAGAACGAG
AAGCAGCAGCAGCAGCAATGGCCAAGCTTTGCACAGTGCTGTTGGCAGCTGTGGT
CTTGCTCTCACTTGTAGTGAGCCCCATTGATTGCACCCGCAAGCTCAGCAAGGCG
AAGCCGAAGACGAAGGCGGTCAGCCACAGGCCGGCGCCGGTAGCCAAGGTCACC
CACAAGCCGGCGCCGGCCGTCAAGGTCAGCGGCCACAAGLCLCGGLGLLCGLCAGLCC
AAACCCCACCGGAACTACACCGCTATCCCCTCGTCGCCGTCCACCGTGTACGGTT
CCGGCGGCTGGCTGTCCGGCGCCGGCGCGACGTACTACGGTGCCCCCAATGGCGA
CGGCGGCGAAGGTTAGCGCCACGCGCTTGCTTGTGTCCATGCCTGTCATGTCGAC
GCCGTAGTGTGTACCGTGCATTCCACGTACGGTTGTTATTGTGCCGATGCACTGAC
CGATGTCGCTGACATTGTGAATATTGCAGGCGGCGCGTGCGGCTACCAGACCGCC
GTCGGGAAGCAGCCGTTCTCGTCGATGATCGCCGCCGGTAGCACGCCGCTGTACA
GGGACGGCGAGGGCTGCGGCGCCTGCTATGAGGTCAGCATGCATGCTCGTGTGGT
GGTCACGCGGCCTACCACTGAACTGCCGTCGTATATCTCAATTATCGCAGGGTTG
TCGGCAGGTACTGACTGGATGGTAAAAACGTGCAGGTGAAATGCACGACCAACG
CGGCGTGCTCCGGCCAGCCGGTGACCATCGTGATCACCGACAGGTCCCCCGGCGA
CCTGTTCCCCGGCGAGGTCGCCCACTTCGACATGAGCGGCACGGCCATGGGCGCC
ATGGCGAGGCCCGGCATGGCCGACAAGCTCCGCGCCGGCGGCGTGCTGAGGATC
CAGTACAGGAGGGTGCAGTGCAAGTACCCCGGCGTGAACATCGCCTTCAAGGTG
GACCAGGGCGCCAACCCCTTCTACTTCAACGTGCTGGTGGAGTTCGAGGACGACG
ACGGCGACCTCAACGCCGTCGACCTGATGGAGGCCGGCAGCGGCGCCTGGACGT
CCATGGCGCACAACTGGGGCGCCATGTGGATGCTCAACAACGGAAAGAGGCTCA
ACGCGCCGTTCGGGCTCCGGCTCACCTCCGACTCCGGCAGGGTGCTCGTCGTCAA
CAACGCCATCCCCGCCGGGTGGAAGCCCGGGGTGACTTACCGGTCCTTGGCCAAC
TACCCCTAATTCCCTGAATTGTTCCGCTGCCAATGGTGAGCAGTGCATGGTGAGA
AATGTGCGTCCGGGTTTCGCAAGAGGCGGTGTGGAAAGAGGAGGAGGTTGAAGA
AGGGAACGGTGTTCTTCCCTCCCTCCACGGTCTCTGCATTCCCCTAGTGATGTGTG
AATCGTGCCTGTAATTTTATTTTCTTACTTGGTCACCGTCGTGTTGTGAAGGAAAG
GGAGAAGCTTGAGCTGCGACTAACGTTGCATGCCATGGATCAAGTTGTGTCTTTT
GAATTTTGTACTTTCAGGATTCAAAGAAATGAATTACTGCCTTGGTAAGTTTCAAT
CGTGTGTGAAGAGATTGCTCACTCTCAGTTACCTAAGACTACAACCA





