
IDENTIFICATION 

Species: Elaeis guineensis 

Locus: XP_010920576 

Gene Model: XP_010920576.1 

Description: EgEXPA-09 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/?term=txid51953[orgn]  

KEGG: https://www.genome.jp/entry/T03921  

EXTERNAL RESOURCES 

- 

https://www.ncbi.nlm.nih.gov/genome/?term=txid51953%5borgn
https://www.genome.jp/entry/T03921
http://www.ocri-genomics.org/bolbase/login.htm


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>EgEXPA-09 

MAFFHGAATIAVSLLAFLTLADARIPGVYAGGQWQTAHATFYGGSDASGTMGGACG

YGNLYSQGYGVETAALSTALFNEGLSCGACFEIKCADDPRWCHPGSPSIFITATNFCPP

NYALPSDNGGWCNPPRPHFDLAMPMFLKIAQYRAGIVPVSYRRVPCRKSGGIRFTIN

GFQYFNLVLITNVASAGDIVRVSVKGSRTGWMPMSRNWGQNWQSNAVLVGQSLSF

RVTASDRRTSTSWNIVPANWQFGQTFAGKNFRV 

CDS (coding sequence) 

>EgEXPA-09 

TTCAACCCCAGTCTCGCCCCCCCGCCCCCGGCGCCCATTCACACCGTTCCCTCTCA

TTCTATTCTCTCTCCAAGGATTCCAAAAATGGCCTTCTTCCACGGCGCCGCAACCA

TCGCCGTATCTCTGCTCGCATTCTTGACCCTCGCCGACGCCCGGATCCCCGGGGTC

TACGCAGGCGGACAGTGGCAGACGGCCCATGCCACCTTCTACGGCGGCAGCGAC

GCCTCCGGCACCATGGGAGGGGCGTGTGGGTACGGGAATCTGTACAGCCAGGGG

TATGGGGTGGAGACGGCGGCCCTGAGCACGGCGCTGTTCAATGAGGGGCTGAGC

TGCGGGGCGTGCTTCGAGATCAAGTGCGCGGACGACCCCAGATGGTGCCACCCG

GGGAGCCCCTCCATCTTCATCACCGCCACCAACTTCTGCCCCCCTAACTACGCCCT

CCCCTCCGACAATGGAGGCTGGTGCAACCCTCCACGGCCCCACTTCGACCTCGCC

ATGCCCATGTTCCTCAAGATCGCCCAGTATCGCGCCGGCATCGTCCCCGTCTCTTA

CCGCAGGGTGCCGTGCCGGAAGTCGGGGGGGATCCGGTTCACCATCAACGGGTT

CCAGTACTTCAACCTGGTGCTGATCACCAACGTGGCCAGCGCCGGCGATATCGTC

CGGGTGAGCGTGAAGGGGTCGAGGACGGGGTGGATGCCCATGTCCCGGAACTGG

GGGCAGAACTGGCAGTCCAACGCCGTGCTGGTGGGCCAGTCCCTCTCCTTCCGCG

TCACCGCCAGCGACCGCCGCACCTCCACCTCCTGGAACATCGTCCCCGCCAACTG

GCAGTTCGGCCAGACCTTCGCCGGCAAAAATTTCCGGGTCTAATTTACCTATCAT

GGATTTATGGGCAATTGCAGACATGGTGGTCGGACTGGGGTTTCAAATTTCCCGC

CATGTCATGCTCTGGTGTCTTTCTTTTTCTAGGCGCCAACTTTTAGGCTCTGTTAGT

AGTGCTCACCGGGTTTGGGTTACTGAGGCAAGGGTTTTGGATGGTAGTCGTGAAG

AAAGGAGAGGGCGGGACTTTCATGTTTTGATTGACCGTTAGCTCGTGATGTTACT

GAACGTAGTGGGATTAGCGCGAGCGTAGGGCGCAGCAGCGGCTGAAGTGGCTGC

AGGCCAAAAGAATGATTGCCAGTAGCCCGCAGCTGCTTATATGTAATATCTGATC



ATAGCATGATGGTAATATATATGTCGATTGAGATGTAGTTTGATATACATAGATA

TGAACAAGTTCTGAGGGGAAGAACTAGATTT 

Nucleotide 

>EgEXPA-09 

CTTCAAGCCTGCCGTATGTTGCAAGGGAGTAGACCACCACGATGTAATATTAGGT

AAGTGCAACTAGGGACGACAATGGGCTCGAGGTGGGACCACTTTTCTAATTAAA

AGCCAACATGTGGACACTGTTCGCGCCTTTTGTTCCCTCTTCTCCTCTCCCGCTGC

CACGAGCATTTCGGTTGTATGTTTCGCACGAATTAATGATTGATCTTTTTTGTTCG

CGACACCAACCGTTGGATCATGCCTAGTGCAGCTTCAAAGCAGGAAAGGATAAA

ATTACAACATTGCGACCATCTACGTAGTGTATCCACCCCATCCTAACCACTGCTTA

GGAATCAGTTAGTTATTAATACGAGAAGGCTTATTAAAAAATGGCATTTTCGTAA

CTGACCAGATCAAGCCAAACTCCCAATCCCCTTTCGTCCTTTTACTTTTCTTTCTA

ATATTTAAGAAAAAATATCCCCCAACTCACTCCATAAGTAGCGCACCCTCCTCCC

GCTTTCAACCCCAGTCTCGCCCCCCCGCCCCCGGCGCCCATTCACACCGTTCCCTC

TCATTCTATTCTCTCTCCAAGGATTCCAAAAATGGCCTTCTTCCACGGCGCCGCAA

CCATCGCCGTATCTCTGCTCGCATTCTTGACCCTCGCCGACGCCCGGATCCCCGGG

GTCTACGCAGGCGGACAGTGGCAGACGGCCCATGCCACCTTCTACGGCGGCAGC

GACGCCTCCGGCACCATGGGTACCACCCACATTTCCCTTTTAGGGCTAGCTCACTT

GGCGTAGATTAATTAAGCGTCGTTTGATTTGTTTTCTTTGTTATATATTAGGAGGG

GCGTGTGGGTACGGGAATCTGTACAGCCAGGGGTATGGGGTGGAGACGGCGGCC

CTGAGCACGGCGCTGTTCAATGAGGGGCTGAGCTGCGGGGCGTGCTTCGAGATCA

AGTGCGCGGACGACCCCAGATGGTGCCACCCGGGGAGCCCCTCCATCTTCATCAC

CGCCACCAACTTCTGCCCCCCTAACTACGCCCTCCCCTCCGACAATGGAGGCTGG

TGCAACCCTCCACGGCCCCACTTCGACCTCGCCATGCCCATGTTCCTCAAGATCGC

CCAGTATCGCGCCGGCATCGTCCCCGTCTCTTACCGCAGGTATATTCGCACCCCAC

CCCACCACCTCTTGCTTTCTTTTTCTTTTTCTTTTTCTCCACCGTAGATCTAATGCC

ACCGATGAATCTCCGTCCCTTGACTAGTGGTTCCCCCGGCTGTGATGGAATCGCTC

AACTCTCACTCACTACTACTACCTCTCTCTTTTGGTCGCCGTTTTTTATTTTACTTT

TTTTTTTTAACCCCTTTCTTAGCGTCCGTCGGCGCTCTTTAACCTCGGTCGTTAGTC

TGGCAGGGACCCTAATAACGTCGATGTAATAATTGAGATGCCCCTCTTTAACGGC

CTCCATCCGTTTCATTGCAGCATTGGCTTCGCCATTTAGTTATGCATTCCCCTACTC

GTTTATTTTAACGGGCAGGAAGGAACTTAAATTGTATTTTGGGATAATATAAAAT

TAATTATGAGATAAAGTACTCATTACCAAAACGGAAAAATAAAGTACTAAATTA

GTACGAAGAACGGAAGGAGCGGTCTTGGTCATCGACTATGTTTGACCTTTTGGAC

CTGCTATCAAACGGCATTCCATTATCTCGCCAAATCTGGGGGCCCGCCATTACCCT

TCACGACACCCGTGATCCCTCCACATGCCCGGGACCCTCTCCGCGTTTCCGGCCG

CTGCTTTTTCATTTCTTTCAACCTAAATGACTAAAAACACCCCCCCCCCCCTCAAA

AAAAAAAACGATTGGATTTCCACTCTTCGGCGTCTCACCAAGAAGGGCAGAATG

GTAATTTTACTGTCCCATCACACGACCCAAAAAGAAAACCGCGTGTATCCTGGGA

GAAAGAGATATACCGAGGCACATGCCCCACGCGCCTGCCCGGCCCCCATCCCTTT

CCAACCTTTTGTATTAAATTTTGTTTATTTACCGCTCCGAAAATATTTATTTTTTCG

ACAGGGTGCCGTGCCGGAAGTCGGGGGGGATCCGGTTCACCATCAACGGGTTCC

AGTACTTCAACCTGGTGCTGATCACCAACGTGGCCAGCGCCGGCGATATCGTCCG

GGTGAGCGTGAAGGGGTCGAGGACGGGGTGGATGCCCATGTCCCGGAACTGGGG

GCAGAACTGGCAGTCCAACGCCGTGCTGGTGGGCCAGTCCCTCTCCTTCCGCGTC



ACCGCCAGCGACCGCCGCACCTCCACCTCCTGGAACATCGTCCCCGCCAACTGGC

AGTTCGGCCAGACCTTCGCCGGCAAAAATTTCCGGGTCTAATTTACCTATCATGG

ATTTATGGGCAATTGCAGACATGGTGGTCGGACTGGGGTTTCAAATTTCCCGCCA

TGTCATGCTCTGGTGTCTTTCTTTTTCTAGGCGCCAACTTTTAGGCTCTGTTAGTAG

TGCTCACCGGGTTTGGGTTACTGAGGCAAGGGTTTTGGATGGTAGTCGTGAAGAA

AGGAGAGGGCGGGACTTTCATGTTTTGATTGACCGTTAGCTCGTGATGTTACTGA

ACGTAGTGGGATTAGCGCGAGCGTAGGGCGCAGCAGCGGCTGAAGTGGCTGCAG

GCCAAAAGAATGATTGCCAGTAGCCCGCAGCTGCTTATATGTAATATCTGATCAT

AGCATGATGGTAATATATATGTCGATTGAGATGTAGTTTGATATACATAGATATG

AACAAGTTCTGAGGGGAAGAACTAGATTTAATTTGCTTGGTTTTGGTGTTTTCATT

TTTTATTTGACTCTGTTTTTAATGCATCTTAACCGCAAAATGAAAACCTACCACCG

TCGAAGCATTCATATTCCATAAGGTCTTTAGATGTTTTAATTTGCATCATGAGGGA

CTCAACTCGTATTACCAAACAATAGAATTTGAAATCTAGAGGGCTTCCAGCACCG

GAGAAATGGTTAAGTCTCTTGCATCGTCATGCCGTCACTCTGATATCGAGCTCGG

TTCCCATTCATTCTCAATCTTAAAGAAGGGGGCTTCACAAGAAGGGAAGATTGTG

TTGGACGCTGCAAGAGTTGTAACTCCCCGCTCGAGTTATAATTTACTTTGTTCCGG

CCCTCAGGGCTTGCTTGTGCTGACCATGTCACCTCCAAAATTGTTCACTATGACAT

GTGAGGCATCATGAAGCCTTTTCGTGCAAGCATGTGACTACGATCTAGATTGGAA

CCAGATCAAAGAGAAGAGGAGAAGATTAA 




