
IDENTIFICATION 

Species: Oryza brachyantha 

Locus: XP_006654210 

Gene Model: XP_006654210.1 

Description: ObEXPA-20 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

NCBI: https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936  

KEGG: https://www.genome.jp/entry/T02995  

EXTERNAL RESOURCES 

https://rice-genome-hub.southgreen.fr/organism/1941498  

https://www.ncbi.nlm.nih.gov/genome/10862?genome_assembly_id=1593936
https://www.genome.jp/entry/T02995
https://rice-genome-hub.southgreen.fr/organism/1941498


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>ObEXPA-20 

MHKPALHLVLATLCAFACKVSIAQWTPAFATFYGGSDGSGTMGGACGYGNLYNAG

YGLNNAALSSALFNDGASCGACYLIACDAGKSRWCKAGSKPIAVTATNLCPPNYALP

SDNGGWCNPPRQHFDMSQPAWETIAVYQAGIVPVNYVRVSCQRSGGMRFTISGNDY

FELVTVANVGGSGVVAQMWIKGSNTDWMAMSRNWGANWQSNAYLNGQILSFKVQ

TDDGRVVTAWAVAPSNWFFGATYTSASWAQF 

CDS (coding sequence) 

>ObEXPA-20 

ATGCACAAGCCGGCCCTGCACCTCGTTCTTGCGACACTGTGCGCCTTCGCATGCA

AGGTATCTATCGCCCAGTGGACTCCTGCCTTCGCCACGTTCTACGGCGGCAGTGA

TGGGTCAGGCACCATGGGTGGCGCGTGTGGGTACGGCAACCTGTACAACGCCGG

GTACGGGCTGAACAACGCGGCGCTGAGCTCGGCGCTGTTCAACGACGGCGCGTC

GTGCGGCGCCTGCTACCTGATCGCCTGCGACGCGGGCAAGAGCAGGTGGTGCAA

GGCCGGCAGCAAGCCCATCGCCGTGACGGCCACCAACCTGTGCCCGCCCAACTAC

GCCCTCCCCAGCGACAACGGCGGGTGGTGCAACCCGCCCCGGCAGCACTTCGAC

ATGTCGCAGCCCGCCTGGGAGACCATCGCCGTCTACCAAGCCGGCATCGTCCCCG

TCAACTACGTGAGGGTTTCGTGCCAGAGGAGCGGGGGGATGAGGTTCACGATCA

GCGGGAACGACTACTTCGAGCTGGTGACGGTGGCGAACGTCGGCGGCAGCGGCG

TGGTGGCGCAGATGTGGATCAAGGGCTCCAACACGGACTGGATGGCCATGAGCA

GGAACTGGGGCGCCAACTGGCAGAGCAACGCCTACCTCAACGGCCAGATCCTCT

CCTTCAAGGTGCAGACCGACGACGGCCGCGTCGTCACCGCGTGGGCCGTCGCGCC

CTCCAACTGGTTCTTCGGTGCCACCTACACCTCTGCCAGCTGGGCGCAGTTCTGA 

Nucleotide 

>ObEXPA-20 

GACATTCTTTCGCAACCAAGTAGAGAAAGTCATCCATCTAGAAAATAAGCACATC

AATCAGTATCCTCTTGGTACTTTTTAATGAGATGCACATGGGCAGACTTGTTCATG

AAGAGAACAAATGAACATACACGTCTACCATGTTGCAATCATTAGGGAAAATCC

GTGTTTGTTGAGTGATGGAGGTGGTCAGCAAGAACGAATGCCATGCATATATGCT

TGTAGGCTAAACAATACAATTAATGCATAGGTAAGTTGTTTGCACAATTATCAAT

TGACTAATTCTAGTCGAATAATCACAATGCAAAATCTTTGAAAAGTACCAAAAGT



CCAGATTCTATTTTCAGCAGCAACCGCTAAACATTTTATTCTACGTAAGACGTTCC

CTATAAATACAGTCACGCGAAGTATGTTGCGTCGGGACAGCAACGAAAACCTGC

AAAACTTGCAAACCAAACTACACCCTGTCGAGCTAGCTTGCTTTGCTCTGTCTGTT

AAACATGCACAAGCCGGCCCTGCACCTCGTTCTTGCGACACTGTGCGCCTTCGCA

TGCAAGGTATCTATCGCCCAGTGGACTCCTGCCTTCGCCACGTTCTACGGCGGCA

GTGATGGGTCAGGCACCATGGGTACGTACGATCCATCCATTTCAAGCTTCATTTCT

CAAAAGCCATATATATAGGAGCTTTTTTCCATTCTTGAAGGGTACCAGAAAGTAC

TACTGTTTTCTATGTAAAATTTGGTACTTACACATAGAAAACAGTGGTACCTCTTC

GTACCTTCTCAAGTATGATAAAATTGCTTTTGATATATATATATACTATCTCTGTT

TCACATCGTAAGACTTTCTAGCATTATCTAAATTTATTAATTATATGTATATAATT

TATATATATATGTCTACATTCATTAGTATCGATAAGAATCTATACAAGACTGGAA

AGCCTTATACTGTGAAACGGAGAGAATAGCTGCTTTCTGCATGTATGCCATATAT

TCTAGTATCACGCACTCACCATATGCTGCCATTTCTGAATAAACTTGGGCGTATAT

ATTCTTGTATGCTTGACGATATGCGTATGAAATTGATATGCAAATGCATACATATC

GATGCAGGTGGCGCGTGTGGGTACGGCAACCTGTACAACGCCGGGTACGGGCTG

AACAACGCGGCGCTGAGCTCGGCGCTGTTCAACGACGGCGCGTCGTGCGGCGCCT

GCTACCTGATCGCCTGCGACGCGGGCAAGAGCAGGTGGTGCAAGGCCGGCAGCA

AGCCCATCGCCGTGACGGCCACCAACCTGTGCCCGCCCAACTACGCCCTCCCCAG

CGACAACGGCGGGTGGTGCAACCCGCCCCGGCAGCACTTCGACATGTCGCAGCC

CGCCTGGGAGACCATCGCCGTCTACCAAGCCGGCATCGTCCCCGTCAACTACGTG

AGGTACGTACACTACACATCGTTCATTTCAGGATACACGTTTCTCTAGTAACTGTG

TTATTGGAGTGTGGTGGATCGATCGAGCACCTTCTTTTGCCCGGAATGAATTCTAT

TATCCCAAAAGGTATATTTTCTTAAATTCTTTTGTAACTAGTAACGGACCGTACAT

GGAAAGATCTCTTTTTTCTTCTGATGGTTTTGATAAAATTACATGTGCGATTTTTCT

ATTTGGATTTGACGGTTTTTTATCCAATGTACGCTATGATTTGTGCTATGCATTTA

GGTCCGCACCGAGATTCCTATTATTTTCTGTAAGGACTTGATCCCACAACCATTGC

ATTGCACGTATAAGTCTTTCTCACTAAGATACGAATATTTTGTGTATTTATATACA

TTATAATAATGTACTAATTTACACTATTACGTTAGTGTGATTTTACTAAAAGAAAC

ATCGAGTGATATTTATTATGGGAATTCCCTTTCTATGTAAGGTCACGTACAAAGA

CAATTATATTAGTTGACTCTCTTTATTGACACGTCAGTAAATATGGTGATATAGAG

AAAAGAAAAAATTGTCTATTATACAAGGCAACGACTCAGAGTGTACTCTTAACAT

TTATTTATGGAAATTTGTTGCATGTGGAAGATAAAAAGGAAAAATGTAATAAAAA

TATATTTCATTATATTAATAAAAAACTATATCTGAGTCTACCTTTATACATATGCT

TATAAAATAAGTTAGTGTTATTAATATGGACGAGATAAGAGTTAATCCTAGGCTC

TCAATTTGAACATGCCATAACAAGTATAATCGCAGGAGCTGAGAGACGAAAGAC

AGATTCATACCCTTTTATTATTTCAAGATACGAGATAAGAGAAATGATAAACTCC

CAACCTTCTACCTAATTATCCGTTTCATATTATAAGATTTTCTAGTTTTGCTTAGAT

TTATCCATGTATAGAATGTATATGTTTTTATATGTGTCTAGATTTATTAGCACACA

AATAAATCTAGTTAAGACTAAAAACGTATACGGCCAATACGGTTTTCACAACAGA

CCTTTTGAATACTGCTTATATATGTGTAATGGAAATGTGTAGGGTTTCGTGCCAGA

GGAGCGGGGGGATGAGGTTCACGATCAGCGGGAACGACTACTTCGAGCTGGTGA

CGGTGGCGAACGTCGGCGGCAGCGGCGTGGTGGCGCAGATGTGGATCAAGGGCT

CCAACACGGACTGGATGGCCATGAGCAGGAACTGGGGCGCCAACTGGCAGAGCA

ACGCCTACCTCAACGGCCAGATCCTCTCCTTCAAGGTGCAGACCGACGACGGCCG

CGTCGTCACCGCGTGGGCCGTCGCGCCCTCCAACTGGTTCTTCGGTGCCACCTAC

ACCTCTGCCAGCTGGGCGCAGTTCTGAACAAACACGTACACACAACGTACGTTAA

TTAACTTCGTAAATATATATATCAATATACGTACAGACTCGATGGTGTTTTAACTA



AGGTTTAGTTGATTATTATACACATGAGGTTGCAGGTGGACATATTTATAATTAAT

ATAAATATAGCTCGATCTCCTTGTGTGAGGCTGTCACATATTATAAATCACGAGC

AGTCAGTCAGTCCGTTAATTTGAAGATGTTTCTGGTAGGTTGTGTTTGCGTGGTTT

TTCAATTGTTGTTTAATTTCCTCGGTTACCATTCGTTTTTGTCAACGTTAATTGGTC

TATGGCAACCGATCAAATGTTGCCCACCGGCCAAGTAATGTAACTGATCATGGTT

GTTAAGTTGTAATAAGTTATGTTCAATAATGTACATATCATCTATAAGGCAATAT

GTTTAAGCATGATTGTTGATAGGGGTTTTTTTTTCTGATGGCGATGGAGTCATCCT

ATATATTTACACTACGCCAGAACGCC 




