
IDENTIFICATION 

Species: Physcomitrium patens 

Locus: Pp3c22_760V3 

Gene Model: Pp3c22_760V3.1.p 

Description: PpEXPA-37 

Family: Alpha Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3  

KEGG: https://www.genome.jp/entry/gn:T01041  

EXTERNAL RESOURCES 

- 

 

https://phytozome-next.jgi.doe.gov/info/Ppatens_v3_3
https://www.genome.jp/entry/gn:T01041


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>PpEXPA-37 

METWRSHAAALEAMLLLLLTMMMIDVPVSVEAASATGSRFRGGGLNWGRAHATY

YGGADASGTQGGACGFGNLYSSGYGTDTAALSSALFNSGLSCGACYELTCDPSGSKF

CIPGGSAIITVTNFCPTGSNGGWCNPPKQHFDLAQPVFRKIARTVGGVVPINYRRVSCL

KDGGMRFTVNGNPYFLLVLVTNVGGAGDVQQLYMKGSSTNWQPLKRNWGQMWQ

FTGNSRMHGQAISFKAVTSDGSVAVSNNVAPPNWGFGQTFEGSNF* 

CDS (coding sequence) 

>PpEXPA-37 

ATGGAGACGTGGAGGAGTCATGCTGCTGCATTGGAAGCCATGTTGTTGTTGTTGC

TGACGATGATGATGATAGATGTGCCGGTCTCTGTGGAGGCTGCTTCTGCGACGGG

GAGTCGCTTTAGGGGGGGTGGTTTGAATTGGGGCCGAGCTCACGCCACTTACTAT

GGCGGGGCTGATGCTTCCGGCACCCAAGGGGGCGCGTGTGGATTCGGAAACCTCT

ACAGCTCCGGCTATGGCACTGACACTGCGGCGCTGAGTTCCGCTTTATTCAACAG

CGGACTCAGCTGTGGAGCATGCTACGAGCTTACTTGTGACCCCAGTGGTTCCAAG

TTCTGTATCCCTGGAGGATCAGCAATCATCACCGTGACCAACTTCTGCCCCACCG

GTTCCAATGGAGGCTGGTGCAATCCTCCGAAGCAGCACTTTGACTTGGCCCAGCC

CGTATTCAGGAAGATCGCTCGAACAGTTGGTGGCGTCGTCCCAATCAACTACAGG

AGAGTGTCTTGCTTGAAAGATGGAGGCATGAGATTCACCGTCAACGGCAACCCTT

ACTTCTTGCTGGTACTTGTCACCAATGTCGGAGGAGCCGGTGATGTCCAACAACT

GTACATGAAGGGATCGAGCACCAACTGGCAACCCTTAAAGCGCAACTGGGGCCA

GATGTGGCAGTTCACCGGCAACAGCAGAATGCACGGCCAAGCCATCTCCTTCAAG

GCTGTCACAAGCGACGGGTCTGTCGCGGTATCCAACAACGTAGCCCCACCCAACT

GGGGCTTTGGCCAGACCTTCGAAGGCTCCAACTTTTGA 

Nucleotide 

>PpEXPA-37 

CTTCTTCTTCCTCCTCTTCGCCTTCTTCTGTTGTTGTTGCTGCTGCTCCATGTGTTTT

GAAGTCTCAAGCACACTATACTTTACTTTACTCTACCGCTTCACTTCCTCTTCACTT

TACTATACCCACCCGGAGCAGCAGCTGCGAGGCCGTTCTCTCTCTCTCTCTCTCTC

AGCTTCCCACTCAACTAACTGCACCACCACCACCACCACTACTAGTCAAGTCCCT

TTGGCTTTCCTTCTCTTCCTCCGTTGGGACAGGGCAGAAGAGAAGAGGAGAGAAG



AGCAGTGAGGAGAAGAGAAGTGAAGAGAAGTGAGAGTCGAAGCAAGCTACCGC

AGCAGCAACAGGTCATGGAGACGTGGAGGAGTCATGCTGCTGCATTGGAAGCCA

TGTTGTTGTTGTTGCTGACGATGATGATGATAGATGTGCCGGTCTCTGTGGAGGCT

GCTTCTGCGACGGGGAGTCGCTTTAGGGGGGGTGGTTTGAATTGGGGCCGAGCTC

ACGCCACTTACTATGGCGGGGCTGATGCTTCCGGCACCCAAGGTGGGTATCCATC

CCACACCGCTCCTCCAGGCTCCGTTTCTTGGTTGTGGTTCCAGTATTGTAGTGAGT

GGGTCTCATCAGATTGCTATACAGTTTTCGAACAACAAATAAAAACCAGATCTGT

TGTGTCTTGGCTGCTTGTATGGGATTACCCCTTTGTTGGAGTTGTAAAGACGGACG

TGTCGAACATGAATGCTTCTCGAAGTTTAAGATGAGGAGCACAAGCGGGCTGGA

GTCGTTAGGAGTTTGGCAGTGTAGCTGTAGTTATTAGTCACTTCATGGTCTTTAGC

GTTCGTTGTTTGCGAGTTGTTTTCAAGCTTTGTTGTGCTTTTTAGCTTTCTTTGCCA

CCACTATGAAAGTTCCATGTCTCCTGTGATTAATGGGGGTCTTGGAAGTTTTCGAA

GCTCAGGTTGTCGGTTTTTTGTTTTTTTTTTTTCTCAGGGTATGTTGGCTCGTCATC

GTCAGTTGTGTGGCATTACAGTTGCTCCACATTTTGGAGTGTGGTTCCTTTGATCT

GTATACGTTCATTCTTTCCCCGTTGAGTTCAGCATTTGTAATTTTTGCGTGTACGTT

TAAGTCTGCAGGGGGCGCGTGTGGATTCGGAAACCTCTACAGCTCCGGCTATGGC

ACTGACACTGCGGCGCTGAGTTCCGCTTTATTCAACAGCGGACTCAGCTGTGGAG

CATGCTACGAGCTTACTTGTGACCCCAGTGGTTCCAAGTTCTGTATCCCTGGAGG

ATCAGCAATCATCACCGTGACCAACTTCTGCCCCACCGGTTCCAATGGAGGCTGG

TGCAATCCTCCGAAGCAGCACTTTGACTTGGCCCAGCCCGTATTCAGGAAGATCG

CTCGAACAGTTGGTGGCGTCGTCCCAATCAACTACAGGAGGTACATCACGTTCCA

TAAACTGTGGTCGGAACTATCTTCCTAGTCTAGAAGCACTGCCTGCGATATGTCC

AACCAGAGCAGTGCCTGTTAATCGTCACGCATTGCCCTGTCATTCGCCGTAGTTTC

TTAAACACCACCTCTGATGCGGCTCGAAGTTGGAATTATTTGGCAGAGTGTCTTG

CTTGAAAGATGGAGGCATGAGATTCACCGTCAACGGCAACCCTTACTTCTTGCTG

GTACTTGTCACCAATGTCGGAGGAGCCGGTGATGTCCAACAACTGTACATGAAGG

GATCGAGCACCAACTGGCAACCCTTAAAGCGCAACTGGGGCCAGATGTGGCAGT

TCACCGGCAACAGCAGAATGCACGGCCAAGCCATCTCCTTCAAGGCTGTCACAAG

CGACGGGTCTGTCGCGGTATCCAACAACGTAGCCCCACCCAACTGGGGCTTTGGC

CAGACCTTCGAAGGCTCCAACTTTTGAAGCAACTGATCATCGGCCCGCTGGTCGT

GCTGGCCTAAGCTTTTCTGGGGTTCAGCATAGCTGAGGCGTTCGACAAAAGTGAC

CGCCCGCTTCTGCATACTATATATATATATATATATACATACACGTACTCTTCATT

TTCGTCGTTGAGTGACCTCACAGTGTTCGGAGCGAGTGACTGCAAGCAAACTTCT

ATTCTTGCACTCCTCACCGATAAGCCCCAAGTCGAAGATGAAGAGAGGATTATAA

GGGATGCCGAGGTGTGTGTGCCAGATGTTCATTCATTTTGTTTACTACACCACCCG

CTCCTTGCAGCTGTATTATTTACAAACACGATGTCATCGATCGGCATGAGCTCCCC

ACAGTTTTCTCCCATGGACCTCATGCTTCTTCGATGGAGGAGGTTAAAGAGAGTT

TTCCCCTACGAGCCAGGATTATATTTGAGACCTGCCGAGGTGGTTCAGCTACATA

CACTGTACTTCACAGATTGGCCACCCGCACTTTCTCAGTTCAACTTTCGCAAATTA

TGGAAGTGAGTCGTGCACAAGAGCATCTTCTTGCTTGTAGCATTCAAGTATTCTTG

CAGGTCCTTCTAATTTTTGTTTCACGTTTGACACAAAATGAAGATTTTCTTTGTCTT

CTTCACTAGTTTTGTTCATGACGTGGCGATATCTAGATGTACAAGAGGATCATGA

TTTTGGTTGGAGAACTGTTTCTCCCCCACCACTTCGTGAAAGTTGATTTCCATTGC

CATTTCGTTGCACGACTTATGCAGATTTTTTAATTCTAAACCCACTCTACTGTGGG

TTTGAATATTTTAGATGTTGTGAGTAAGCTCTCTCATGATATCTTAGTATACTTTA

TGAATGTTTATTACAGCTTCTGTTCGGGTTTAATGTTGGTTCATTCTTGGTTTTTGA

ACGTCC 


