IDENTIFICATION

Species: Brachypodium sylvaticum
Locus: Brasy5G441600

Gene Model: Brasy5G441600.1.p
Description: BsyEXPB-20
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1 1
KEGG:-

EXTERNAL RESOURCES
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy



https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy
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Legend:

Exon — Intron

DOMAIN ARCHITECTURE

Query seq.

Specific hits

Superfanilies [ :t 333333
DPBB_RI1pA_EXP_N-1like superfamily

List of domain hits o
-+ Name Accession Description Interval E-value
[+ DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 47-148 5.29¢-59
[+ PLN03023 super family cl33621 Expansin-like B1; Provisional 49-254 2 16e-39

>BsyEXPB-20

MGSFSSIVAVVAVLAALVAGASCFAVVPPGPNIHDQLRRSLAPRKATGGACGIKETN
LPPYNSLTSCGNLPIFKDGKGCGSCFKIKCRNKACSRKPVTVFITDMNYDQFAPYHFD
LSGTAFGALASPGRESELRHYGIIDLQFRRVRCRLAPGTKIAFHVEEGSNPEYLAVLV
KFVAGDGGIVRVDLKQEGGWPEWKPMRESWGAIWRMDVDYHTPLQGPFSIRLASES
GEVLVARHVIPADWKPKTVYQSNVQF*

CDS (coding sequence)
>BsyEXPB-20

ATGGGATCCTTCTCCAGCATCGTCGCCGTCGTCGCAGTCTTGGCGGCGCTCGTGG
CCGGCGCCTCGTGTTTTGCGGTGGTGCCGCCCGGCCCCAACATCCACGACCAGCT
ACGGCGATCATTGGCTCCACGCAAGGCCACTGGTGGTGCGTGCGGGATCAAGGA
GACGAACCTGCCTCCCTACAACAGCTTGACCTCTTGCGGCAACCTCCCCATCTTCA
AGGACGGCAAGGGCTGTGGCTCCTGCTTCAAGATCAAGTGCCGTAACAAGGCGT
GCTCGAGGAAGCCGGTGACGGTGTTCATCACCGACATGAACTACGACCAGTTCGC
CCCTTACCACTTCGACCTCTCCGGCACGGCCTTCGGCGCGCTGGCGTCGCCGGGG
AGGGAGAGCGAGCTGCGGCACTACGGCATCATCGACCTCCAGTTCAGGAGGGTG
CGCTGCAGGCTCGCGCCGGGGACAAAGATCGCGTTCCACGTCGAGGAGGGGTCC
AACCCGGAATACCTGGCGGTGCTGGTGAAGTTCGTCGCCGGAGACGGCGGCATC
GTGCGGGTGGACCTGAAGCAGGAGGGCGGCTGGCCGGAGTGGAAGCCGATGAGG
GAGTCGTGGGGCGCCATCTGGAGGATGGACGTGGACTATCACACGCCGCTCCAG
GGCCCATTCTCCATCCGCCTCGCCAGCGAGTCCGGCGAGGTGCTCGTCGLCCCGLCC
ACGTCATCCCGGCTGACTGGAAGCCCAAAACAGTCTACCAGTCGAACGTTCAGTT
CTAG

Nucleotide
>BsyEXPB-20

ATGGGATCCTTCTCCAGCATCGTCGCCGTCGTCGCAGTCTTGGCGGCGCTCGTGG
CCGGCGCCTCGTGTTTTGCGGTGGTGCCGCCCGGCCCCAACATCCACGACCAGCT
ACGGCGATCATTGGCTCCACGCAAGGCCACTGGTATGGCAGCCCCACAGGCGCC



GGCCCCCTGACAACGGTAATGAACTTCTATATATGAAGATATCATTGTATCTGTC
AATGATTGTGCTTTTGAAAATGTGCTATATAAAGAAATGATGTTCTTAGGGCATA
TATTGCTTGGCATATATGGAATTAAGGAAAGAAGTCGCCGAATCTTTCAGTTTAA
ATCTGTTGATCCTGTGGTCTTAGCAGATCTCATTAGAGATGATATTAGATGCTTGA
TGCATGGTGCATGGGCGCCATAGGGAGTGTGTTTTCTCGTTTTTCTGCACAGCCGA
ACTGCCCCCCCCCCCCGCCCCCCATATTATCGGATTTTTTTTTTCTTTTCTGTCCCT
TGACTTTGATCTTGTAATGTTTCTTCTTCTATAATGAAAAGGCAGAGCACCTGCCA
TGTTCGTCAAAAAAAATGAAAAAGAAAATGTGCTATATATATCCCATGCGTGCAG
GTGGTGCGTGCGGGATCAAGGAGACGAACCTGCCTCCCTACAACAGCTTGACCTC
TTGCGGCAACCTCCCCATCTTCAAGGACGGCAAGGGCTGTGGCTCCTGCTTCAAG
GTTTCATCGCGCGCCCACATATATATACACATATGCATGGAATCATTTCACTGTGC
AATGATAAAAGAAGTTAATTTGCACGTGCAATTTTGTTGATATATATCGAAACAA
ATGTTTGCGTGCAGATCAAGTGCCGTAACAAGGCGTGCTCGAGGAAGCCGGTGA
CGGTGTTCATCACCGACATGAACTACGACCAGTTCGCCCCTTACCACTTCGACCTC
TCCGGCACGGCCTTCGGCGCGCTGGCGTCGCCGGGGAGGGAGAGCGAGCTGCGG
CACTACGGCATCATCGACCTCCAGTTCAGGAGGGTGCGCTGCAGGCTCGCGCCGG
GGACAAAGATCGCGTTCCACGTCGAGGAGGGGTCCAACCCGGAATACCTGGCGG
TGCTGGTGAAGTTCGTCGCCGGAGACGGCGGCATCGTGCGGGTGGACCTGAAGC
AGGAGGGCGGCTGGCCGGAGTGGAAGCCGATGAGGGAGTCGTGGGGCGCCATCT
GGAGGATGGACGTGGACTATCACACGCCGCTCCAGGGCCCATTCTCCATCCGCCT
CGCCAGCGAGTCCGGCGAGGTGCTCGTCGCCCGCCACGTCATCCCGGCTGACTGG
AAGCCCAAAACAGTCTACCAGTCGAACGTTCAGTTCTAG






