IDENTIFICATION

Species: Arachis ipaensis
Locus: XP_020976206

Gene Model: XP_020976206.1
Description: AipEXLB-05
Family: Expansin Like Beta

3D structure:

GENOME DATABASES
NCBI: https://www.nchi.nlm.nih.gov/genome/35711?genome assembly id=315604
KEGG: https://www.genome.jp/entry/T04301

EXTERNAL RESOURCES
https://peanutbase.org/organism/Arachis/ipaensis



https://www.ncbi.nlm.nih.gov/genome/35711?genome_assembly_id=315604
https://www.genome.jp/entry/T04301
https://peanutbase.org/organism/Arachis/ipaensis
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Name Accession Description Interval E-value
[+] PLN03023 super family c133621 Expansin-like B1; Provisional 12-248 3.63e-99
SEQUENCES

Peptide

>AipEXLB-05

MELNNLKRQIGIFCVLLILPALCSAAFTKSRATFYSTSDGLGTPTGRCGYGDYGRTVH
GGSVAGVSNLWRDGVGCGLCYQVRCTNPSLCNSNGAYLVVTDYGAGDRTDFIMSP
AAFSSLGVNSTANDELRKLGTVDIEYQRISCSYPGQNIAIKIKESSTNPGYLSIVLFNVG
GTCDVIAIQLSQSGSNTWLSLQRVDGAVFQISNPPSGTLRFRFQVNCGSGLQWRLPKN
DIPANWRAGATYDTGIQF

CDS (coding sequence)
>AipEXLB-05

CTTTATGGTTGCTACCCATAGTCACAAACAAAGCCTTCACTCATCATTATATTTAA
CTTGTTCATTTCTGAGCTGTCTTGAGACATGGAGCTTAATAATTTGAAGCGCCAGA
TCGGAATTTTTTGTGTTCTATTGATCTTACCAGCACTATGCAGTGCTGCGTTTACA
AAATCCAGAGCAACATTTTATAGTACCTCTGATGGTTTAGGGACTCCAACTGGAC
GCTGTGGGTACGGCGACTATGGAAGGACGGTCCACGGAGGAAGTGTCGCCGGTG
TGTCAAACCTCTGGAGAGATGGAGTTGGCTGTGGTCTTTGTTATCAGGTGAGGTG
CACAAACCCATCGCTGTGCAACAGTAATGGAGCATACTTGGTGGTAACAGACTAC
GGTGCAGGAGATAGAACAGATTTCATAATGAGCCCAGCGGCCTTCTCAAGTTTGG
GAGTCAACTCAACAGCAAATGATGAACTCAGGAAACTAGGCACCGTTGATATTG
AATACCAGAGGATTTCATGCAGTTACCCTGGCCAAAACATTGCGATCAAAATTAA
AGAGAGTAGCACCAACCCTGGTTACTTGTCTATTGTACTTTTCAATGTTGGTGGAA
CATGCGATGTCATTGCTATTCAGTTGTCGCAGTCGGGCAGCAACACATGGCTTTCT
TTGCAGAGGGTGGACGGTGCAGTTTTTCAGATTTCAAACCCGCCAAGTGGGACCC
TCAGATTCAGATTCCAAGTTAATTGCGGTTCTGGACTTCAATGGAGGCTCCCCAA
GAATGACATCCCTGCTAACTGGAGGGCTGGTGCCACTTATGACACTGGCATTCAG

TTTTAAATTTGTAAGAATAATAATAATAATGCATGATTTGTATTTGTGTGCTGCTG
CCTCGTGTAATTTGTTTTGTTGTCTTTTGTGGTGTGAGACTAGAAAATAATGGGGC
TACTTGTCCGTCAAATATATGGATCTGAAGAAATAAATGTGGTGCAATTTCTCCTT
TCTTAA

Nucleotide

>AipEXLB-05



ATTTTATTTTATCCGAATGGGTCAAATTTTGCTACAAGCTAAGATAATTATGCCAT
CGTCCACAGCATCCACATACCACATACGCTACGTCATTCTTCTAACTTCTAATCTT
TCCCGATTCCTCATTAGCCGCCCAACAAGGGTCAAGAAAATAATTTCAAAACATA
AACTATTAAAATAATATCCAAAATATCAATTTATTTTAAATGATATAAATTTTTAA
ATACCATTTTAATAATTTATCTAATTAAAAGATATAGACTAATTCAAAATCGATGT
TATATCTAAAGGAATGGATTCTCTCCATTTTTTTTAATACTTAAGAGAATAAAATG
TGAATTTTTATCTTTAATTTTATAAGTGGGACCAAAATTAAATAAAAGAGAAAAA
ACAATAAAAAATGAGATTCTACACTGGACACCGTCCAATTTTTTTTTCCACAGAA
AAGGATTCACTCTCTGTATCTAACCCCCAAGCTAAGGGGTACTATAAATATGAGT
CTTTATGGTTGCTACCCATAGTCACAAACAAAGCCTTCACTCATCATTATATTTAA
CTTGTTCATTTCTGAGCTGTCTTGAGACATGGAGCTTAATAATTTGAAGCGCCAGA
TCGGAATTTTTTGTGTTCTATTGATCTTACCAGCACTATGCAGTGCTGCGTTTACA
AAATCCAGAGCAACATTTTATAGTACCTCTGATGGTTTAGGGACTCCAAGTACGT
TAGTTCCATCTCCACTCTTCTAACCAGCTAACTATTATATGCAGCCAAATGCATGC
ACAAATAATTGTTCCCTTTTTCTTTCTCTTGCTTTTTTTGTCCTAGTTACTAGGCTA
AAGTTACAAAGAGTATTTTATTTAACACAAATATATATTGTCATCTTTTTACTCTT
TCATTTCCTCTCTCTGACTCTCTCACTCTTAACTTTTTTTTTCAATATCTTTTTTTAT
AAGAAAGGTAAAAGGAGACAAAAGAATAGATAAAAGACTATCTATATACTGGAT
TTATTAGGAGGTTTCTTTATTCATTGTTTTATTTTGTAGGTGTGTTTTTTCAAATAA
TTAGGTTGTGTCTATACATGCAAAAATAAAAATTAGGGTTTATACTCAAGAACTG
GAATATATATATAGTCCTTTATTAATATATACATGCATCTTAATACTCTTTTTGTTT
ACATTATTATCTTATATTATTTTTTTCCTATAAAATAAAAGTACCCAAACATCAAT
TTTATTCATGTATGTATAAATTTATCCATATTTTAAACTTTATGATACTTGATTCAT
CTTTTATAGATATAAAATTAATTTCTTGTAAGAGGAAAAATAGTAATTTACTGTTT
CAGTACTTAATAATAAATAAAATAAATAATATGATGATGATGGAATATATGTAAA
AATATTATAGCTGGACGCTGTGGGTACGGCGACTATGGAAGGACGGTCCACGGA
GGAAGTGTCGCCGGTGTGTCAAACCTCTGGAGAGATGGAGTTGGCTGTGGTCTTT
GTTATCAGNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNNN
NNNNNAAGATATATAGCTTCTTAAATTTAAAACTAACAATTGAATATTTTATTCT
GTCTACAATAACGTTATAATTGGCTAAAAATATATTAACGGTTTTATGTTTGATGT
TTAATTTCTTCGCAGCAAAAGCTATTTTAATTTATAGTCTGAACATGCATGGATGA
TTCACCTGTTCATCCTACTTTGTATCGCAAACTCAAATTTATTTTTCAGGTGAGGT
GCACAAACCCATCGCTGTGCAACAGTAATGGAGCATACTTGGTGGTAACAGACTA
CGGTGCAGGAGATAGAACAGATTTCATAATGAGCCCAGCGGCCTTCTCAAGTTTG
GGAGTCAACTCAACAGCAAATGATGAACTCAGGAAACTAGGCACCGTTGATATT
GAATACCAGAGGATTTCATGCAGTTACCCTGGCCAAAACATTGCGATCAAAATTA
AAGAGAGTAGCACCAACCCTGGTTACTTGTCTATTGTACTTTTCAATGTTGGTGGA
ACATGCGATGTCATTGCTATTCAGTTGTCGCAGTCGGGCAGCAACACATGGCTTT
CTTTGCAGAGGGTGGACGGTGCAGTTTTTCAGATTTCAAACCCGCCAAGTGGGAC




CCTCAGATTCAGATTCCAAGTTAATTGCGGTTCTGGACTTCAATGGAGGCTCCCC
AAGAATGACATCCCTGCTAACTGGAGGGCTGGTGCCACTTATGACACTGGCATTC
AGTTTTAAATTTGTAAGAATAATAATAATAATGCATGATTTGTATTTGTGTGCTGC
TGCCTCGTGTAATTTGTTTTGTTGTCTTTTGTGGTGTGAGACTAGAAAATAATGGG
GCTACTTGTCCGTCAAATATATGGATCTGAAGAAATAAATGTGGTGCAATTTCTC
CTTTCTTAATTCATGCTCATATGACTATAATTCATTCATTATTGCTGTTATCTTTTA
TCCTTAGCGTTACTCGCTCATATCTCAACATTCAGACAATTGAGATTGCAAGAAC
AGAGTCTGAGAAGTTTCTAATATAAATTTTGACTTAAGAATGATGAATATTACCT
TGCTACAAATACATGTCATTATTTATATATTGGCTATCATAAGCTTAACTACTGTG
ATCTTAACTATTCTAACTTACCTAACTAATTTCACAATGCTAGTGCTAACTAACTA
ACTTCTACAAAATGCAAGGGTAACTAATTTAGTTATGATAGCTAGTAGCTCATTTT
CTCTTACTACCTAACTATCTCAATGTACTGCTATCTACCAACATCTCCTCTCAAGC
TAGGCGTGTGAAAATCGAACATGCCGAGCTTGGAATGGAATATAATGTAGAAAA
AAGTCCAAGAGCTAGTGATTTAGTCAGCACGTCGGCCACTTGATTGGCGGAGAAG
ATGGGAAGC






