IDENTIFICATION

Species: Miscanthus sinensis
Locus: Misin01G283900

Gene Model: Misin01G283900.1.p
Description: McsEXPB-03
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Msinensis_v7_1
KEGG:-

EXTERNAL RESOURCES
https://grass-genome-hub.southgreen.fr/Genomeassembly/47213
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Query seq.

Specific hits

Pollen_allerg_1

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits .
Name Accession Description Interval E-value

[+] DPBB_EXFE_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins .. 42-163 5.21e-84
[+] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, Pil and Pll| from Lolium perenne 171-247 1.37e-32

>McsEXPB-03

MATTFSSKALAFAALFSLLVTYGSCARPVSFNASDFTADPNWEAARATWYGAPTGA
GPDDDGGACGFKNVNLPPFSAMTSCGNEPLFKDGKGCGSCYQIRCQNHAACSGNPE
TVITDMNYYPVAKYHFDLSGTAFGAMAKPGRSDELRHAGIIDIQFKRVPCNYPGQK
VTFHVEEGSNSVYLAVLVEFEDGDGDVVQVDLMEANSGYWTPMRESWGSIWRLDS
NHRLQAPFSLRITNESGRTLVANQVIPANWVPSTYYRSIQY*

CDS (coding sequence)
>McsEXPB-03

ATGGCAACGACCTTCTCTTCCAAGGCTCTTGCATTTGCAGCACTCTTCTCCCTCCT
AGTCACGTATGGCTCCTGCGCTCGGCCTGTAAGTTTCAACGCCTCCGACTTCACCG
CCGACCCTAACTGGGAGGCCGCCAGGGCCACCTGGTATGGGGCACCTACTGGCG
CCGGTCCTGACGACGACGGTGGTGCCTGCGGGTTCAAGAACGTGAACCTGCCTCC
GTTCTCAGCCATGACGTCCTGTGGCAACGAGCCACTGTTCAAGGACGGCAAGGGC
TGCGGCTCATGCTACCAGATCCGATGCCAAAACCACGCCGCATGCTCCGGCAACC
CGGAGACGGTGATCATCACCGACATGAACTACTATCCGGTCGCCAAGTACCACTT
CGACCTCAGCGGCACGGCGTTCGGCGCCATGGCTAAGCCTGGCCGCAGCGATGA
GCTCCGCCACGCCGGCATCATCGACATCCAGTTCAAGAGAGTGCCCTGCAATTAC
CCTGGGCAGAAGGTGACTTTCCACGTCGAGGAGGGGTCCAACTCCGTCTACCTCG
CGGTGCTCGTCGAGTTTGAAGATGGCGACGGCGACGTAGTGCAGGTGGACCTGAT
GGAGGCCAACTCCGGCTACTGGACGCCGATGCGCGAGTCCTGGGGATCCATCTGG
AGGCTCGACTCTAACCACCGGCTGCAGGCGCCCTTCTCGCTGCGCATCACAAACG
AGTCCGGCAGGACGCTGGTGGCCAATCAGGTCATCCCGGCCAACTGGGTGCCCA
GCACCTACTACCGCTCCATTATCCAGTATTAA

Nucleotide
>McsEXPB-03

TGATGGTGATCGCGGCCGGGGAACTGCGTTCTAACGATACTTTTCCTGCCTATAA
ATGCCCCTCGCAAAGGTGCTCTTCCCCGACCATCCAAACGCACAATCTCATCAGT
ACTAGCCAGTAGCCACCTTCTTTCTTAAGCTTGGAGTAGCTAGGACTGTCTTTGCT
GCCCTAAGCCAAGATGGCAACGACCTTCTCTTCCAAGGCTCTTGCATTTGCAGCA



CTCTTCTCCCTCCTAGTCACGTATGGCTCCTGCGCTCGGCCTGTAAGTTTCAACGC
CTCCGACTTCACCGCCGACCCTAACTGGGAGGCCGCCAGGGCCACCTGGTATGGG
GCACCTACTGGCGCCGGTCCTGACGACGACGGTACGCACACGCTTGGTGTTAGTT
ATTACCGTTACCGGCCTTGTACTGTAAATAAACTTTGCGTGGGCGCACGGCATCC
ATTTGTGTGCATGCAGGTGGTGCCTGCGGGTTCAAGAACGTGAACCTGCCTCCGT
TCTCAGCCATGACGTCCTGTGGCAACGAGCCACTGTTCAAGGACGGCAAGGGCTG
CGGCTCATGCTACCAGGTACGACGAAGAAGGGAAAGCTCATGCACAGTTTTGGCT
TTTGACTCACATCACGCGCACTCAGTAGTTTTACTGCCCTTTTTTTTGCAGATCCG
ATGCCAAAACCACGCCGCATGCTCCGGCAACCCGGAGACGGTGATCATCACCGA
CATGAACTACTATCCGGTCGCCAAGTACCACTTCGACCTCAGCGGCACGGCGTTC
GGCGCCATGGCTAAGCCTGGCCGCAGCGATGAGCTCCGCCACGCCGGCATCATCG
ACATCCAGTTCAAGAGGTAGGCGGAGTAACATGCATTGCTCGCTGCACAGAGCC
AAAGAGACAATGCAACAACCTGCAGTAGACCCTACTACCTGAACACAATCATATT
TCGACCGTCTATTTAGTTGAGCAAAGTACAGGGGCTCCACAGCACCACGACAATG
ATCGATTATCCATTGGGCGGTCCCAAGTAGATTCGCACAGATCTTAGTACTATAT
ACTTCGACGTACTTCACAACTTGGCTTGCGCATACTATACATCTGTGTTCTACTAT
CTCACTATCTGAAGCTGAAGCCTAATCCGACATATAACATGGCATTAATTCCTGC
AGAGTGCCCTGCAATTACCCTGGGCAGAAGGTGACTTTCCACGTCGAGGAGGGGT
CCAACTCCGTCTACCTCGCGGTGCTCGTCGAGTTTGAAGATGGCGACGGCGACGT
AGTGCAGGTGGACCTGATGGAGGCCAACTCCGGCTACTGGACGCCGATGCGCGA
GTCCTGGGGATCCATCTGGAGGCTCGACTCTAACCACCGGCTGCAGGCGCCCTTC
TCGCTGCGCATCACAAACGAGTCCGGCAGGACGCTGGTGGCCAATCAGGTCATCC
CGGCCAACTGGGTGCCCAGCACCTACTACCGCTCCATTATCCAGTATTAATTGATT
TGCTCGATCAGGACATCAACTATTCGGGGTCATTGTTTTTTGATTAATTTGGTATG
TACCGTATCTATGTTATACATTATTATTGGATTGATGAGGTGTCTCAGTTTAATTA
GTAGGTGAGATATCAGGAATCCGGCTATATATATGCCGTCTGTACGAGTTGTTAG
AGTGCAGTAAGAGATTCACGAGTGGGAAACGGAGGCAAGTTTGCATGTGCTTTCC
CGCCCACTGCCGATGTACCGTGTTATGTGATCAATCAAAGTTATAAAGTATGAAC
ACT





