IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.01G327600

Gene Model: SbRi0.01G327600.1.p
Description: SbrEXPB-13

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio



https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
https://www.sorghumbase.org/post/sorghum-bicolor-rio
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DOMAIN ARCHITECTURE
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Query seq. LPPYSGF TACGNYP I FROGKGCGCYEVRCKEMPECS NPT TV FITUHJVEPIFPVHFDF‘ G AP CSLAKP GLNDKL RHOGTHNYEF RRVRCKLIGGK THPHYVERGSNPNYLAVLYENY 'F<E|INI LT'IELEJVH PCFH’WL_LI‘% UPFE\TPKF‘II FPF“IPLT’ES GRKL L r‘f—‘M IPHTLVFETLV‘H NIJP-*
Superfanilie: T DPBE _R1pA_ERP_N-1ike superfamily

PLNO3I23

List of domain hits kl
Name Accession Description Interval E-value
[+] DPBE_RIpA_EXP_N-like super family cl41724 doul bl&ps i beta-barrel fold U'H\pn N-terminal domain of expansins, and similar domains; The 2-92 3.90e-56
[+] PLND3023 super family cl3362 Expansin-like B1, Provisiona 15193 2.22e-38

>SbrEXPB-13

LPPYSGFTACGNVPIFKDGKGCGSCYEVRCKEMPECSGNPITVFITDMNYEPIAPYHF
DFSGKAFGSLAKPGLNDKLRHCGIMNVEFRRVRCKLGGKIMFHVEKGSNPNYLAVL
VKNVADDGNIVLMELEDKASPGFKPMKLSWGAVWRFDTPKPIKGPFSIRLTSESGKK
LVAPNVIPATWKPDTLYNSNIQF*

CDS (coding sequence)
>SbhrEXPB-13

CTGCCACCCTACAGCGGCTTCACAGCCTGCGGTAACGTCCCCATCTTCAAGGACG
GCAAAGGCTGCGGCTCATGCTACGAGGTGAGATGCAAGGAAATGCCGGAGTGTT
CGGGCAACCCGATCACGGTGTTCATCACCGACATGAACTACGAGCCCATCGCACC
CTACCACTTCGACTTCAGCGGCAAGGCCTTTGGCTCCCTGGCAAAGCCCGGGCTC
AACGACAAGCTCCGCCACTGCGGCATCATGAACGTGGAGTTCAGGAGGGTGCGG
TGCAAGCTTGGGGGCAAGATCATGTTCCACGTTGAGAAGGGGTCCAACCCCAACT
ACCTGGCCGTGCTAGTCAAAAACGTGGCGGACGACGGCAACATCGTGCTCATGG
AACTCGAGGACAAGGCGTCGCCGGGGTTCAAGCCGATGAAGCTCTCCTGGGGCG
CTGTCTGGAGGTTTGACACACCCAAGCCGATCAAGGGCCCCTTCTCCATCCGCCT
CACCAGCGAGTCCGGCAAGAAGCTCGTCGCCCCAAACGTCATCCCGGCAACCTG
GAAGCCCGACACCCTCTACAACTCCAACATCCAGTTCTAA

Nucleotide
>ShrEXPB-13

CTGCCACCCTACAGCGGCTTCACAGCCTGCGGTAACGTCCCCATCTTCAAGGACG
GCAAAGGCTGCGGCTCATGCTACGAGGTACGTACATTATATAAATAGCAACCAA
ACCAAACAACACATGCATGAGAGAGAGAGAGAGATCATCTCGCTAGGTGATCTT
ACATACATGCAGGTGAGATGCAAGGAAATGCCGGAGTGTTCGGGCAACCCGATC
ACGGTGTTCATCACCGACATGAACTACGAGCCCATCGCACCCTACCACTTCGACT
TCAGCGGCAAGGCCTTTGGCTCCCTGGCAAAGCCCGGGCTCAACGACAAGCTCCG
CCACTGCGGCATCATGAACGTGGAGTTCAGGAGGTAAATGCATATATTTTTCATG
CATGCTATATTGTTGGCCAAGATGACGACGATCTCAGAAAACACTATATATAGCT
TCTCCATGATCCATCGATCTGTGTGTATATACCAAGGCCTTGTTTACTTCCCAAAA



AATTTTGCAAAATTTTTCAGATTCCCCGTCACATCGAATCTTTAGACGCATGCATG
GAGTATTAAATATAGATAAAAATAAAAACTAATTGCATAGTTTGGTCGGAATTGA
TGAGATGAATCTTTTGAGCCTAGTTAATCCATGATTGGACAATATTTGTCACAAA
CAAACGAAAGTGCTACAGTACCTGTTTTGCAAAATTTTTTGGAACTAAACAAGGC
CCAATATGTCATGCAGCAAAACTTACATGTCGTCCTGTCGTCCTGCATGTAGGGT
GCGGTGCAAGCTTGGGGGCAAGATCATGTTCCACGTTGAGAAGGGGTCCAACCC
CAACTACCTGGCCGTGCTAGTCAAAAACGTGGCGGACGACGGCAACATCGTGCTC
ATGGAACTCGAGGACAAGGCGTCGCCGGGGTTCAAGCCGATGAAGCTCTCCTGG
GGCGCTGTCTGGAGGTTTGACACACCCAAGCCGATCAAGGGCCCCTTCTCCATCC
GCCTCACCAGCGAGTCCGGCAAGAAGCTCGTCGCCCCAAACGTCATCCCGGCAAC
CTGGAAGCCCGACACCCTCTACAACTCCAACATCCAGTTCTAA





