
IDENTIFICATION 

Species: Brachypodium sylvaticum 

Locus: Brasy9G242300 

Gene Model: Brasy9G242300.1.p 

Description: BsyEXPB-26 

Family: Beta Expansin  

3D structure: 

 
GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1  

KEGG:- 

EXTERNAL RESOURCES 

http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy  

https://phytozome-next.jgi.doe.gov/info/Bsylvaticum_v1_1
http://jaiswallab.cgrb.oregonstate.edu/genomics/brasy


GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>BsyEXPB-26 

MASSRGTFLFAALGVLSVLSLPTATRGWADGGATWYGGPYGDGSEGGACGYKSDV

GQDPFSSMIAAGGPSLFKNGKGCGACYQVRCKEDPACSGKHVTVVITDSCPDGTCQK

EKAHFDMSGTAFGAMAKPGMADKLRNAGLLKIEFDRVPCKYHGKKISFKMDSGAN

PYYLAMLIEYEAGDGDLASVEVMEAGGSKGSAKWMPMRQSWGALWCLDSKTGKP

LQAPFSFRLTSGSGKVLVANNVVPTGWNAGKAYQANVNYAA* 

CDS (coding sequence) 

>BsyEXPB-26 

ATGGCTAGCAGCCGAGGCACATTCCTATTTGCGGCACTCGGCGTGCTATCGGTCC

TATCACTTCCAACGGCAACGCGCGGCTGGGCGGACGGCGGCGCGACGTGGTACG

GGGGACCTTACGGCGATGGCAGCGAAGGGGGCGCGTGCGGCTATAAAAGCGATG

TCGGCCAGGACCCGTTCTCGTCGATGATCGCCGCCGGCGGACCGTCCCTCTTCAA

GAACGGCAAAGGCTGCGGCGCATGCTACCAGGTTAGGTGCAAAGAAGACCCTGC

CTGCTCCGGCAAGCATGTGACCGTCGTCATCACCGACTCCTGCCCCGACGGGACA

TGCCAAAAGGAGAAGGCGCACTTCGACATGAGCGGCACCGCCTTCGGCGCCATG

GCCAAGCCCGGGATGGCCGATAAGCTCCGTAACGCAGGACTCCTCAAGATCGAA

TTCGACAGGGTGCCGTGCAAGTACCACGGCAAGAAGATCAGCTTCAAGATGGAC

TCGGGCGCCAACCCATACTACCTCGCCATGCTGATCGAGTACGAGGCCGGCGACG

GGGACCTCGCCTCCGTGGAGGTCATGGAGGCCGGCGGCAGCAAGGGCAGCGCCA

AGTGGATGCCGATGCGGCAGTCGTGGGGCGCCTTGTGGTGTCTCGATTCCAAGAC

CGGGAAGCCTCTGCAGGCCCCGTTCTCGTTCCGGCTCACCTCGGGCTCCGGCAAG

GTGCTCGTCGCAAACAACGTCGTCCCCACCGGGTGGAATGCAGGAAAGGCCTAC

CAAGCCAACGTGAACTACGCCGCCTAA 

Nucleotide 

>BsyEXPB-26 

ATGGCTAGCAGCCGAGGCACATTCCTATTTGCGGCACTCGGCGTGCTATCGGTCC

TATCACTTCCAACGGCAACGCGCGGCTGGGCGGACGGCGGCGCGACGTGGTACG

GGGGACCTTACGGCGATGGCAGCGAAGGTAAAATTCATATGCACGATATGTAAA



ACTGAACTCACTAATTAACTTGTCAGAATGTCGGAAAAAAAAATAGAGACTCTGT

TATACCAATGCGCCACGCATATGCAGGGGGCGCGTGCGGCTATAAAAGCGATGT

CGGCCAGGACCCGTTCTCGTCGATGATCGCCGCCGGCGGACCGTCCCTCTTCAAG

AACGGCAAAGGCTGCGGCGCATGCTACCAGGCCAGTATATATGCACACAGTTGCT

TGTTTCATGCTCATGCATGTGTGCCACCATGCATGCTCATGCCCGTGCAAAAGTTA

TTTTTGGCGTCCTAATTGATCAAATGGGTGTATGGCGCGATCAATGTCGTCGTGTG

CTTGCATGGGCGCGTCGTGCAGGTTAGGTGCAAAGAAGACCCTGCCTGCTCCGGC

AAGCATGTGACCGTCGTCATCACCGACTCCTGCCCCGACGGGACATGCCAAAAGG

AGAAGGCGCACTTCGACATGAGCGGCACCGCCTTCGGCGCCATGGCCAAGCCCG

GGATGGCCGATAAGCTCCGTAACGCAGGACTCCTCAAGATCGAATTCGACAGGT

GTGCAAACGCATTCGATCCATCGAGTCTGAAGTCTGATTCATTTCACAAATCTCTT

CAGGTTAACGTGGCACATTTGGTGCATGTACTACCGTACTGAGATTAATCACTTTT

CACCAGGGTGCCGTGCAAGTACCACGGCAAGAAGATCAGCTTCAAGATGGACTC

GGGCGCCAACCCATACTACCTCGCCATGCTGATCGAGTACGAGGCCGGCGACGG

GGACCTCGCCTCCGTGGAGGTCATGGAGGCCGGCGGCAGCAAGGGCAGCGCCAA

GTGGATGCCGATGCGGCAGTCGTGGGGCGCCTTGTGGTGTCTCGATTCCAAGACC

GGGAAGCCTCTGCAGGCCCCGTTCTCGTTCCGGCTCACCTCGGGCTCCGGCAAGG

TGCTCGTCGCAAACAACGTCGTCCCCACCGGGTGGAATGCAGGAAAGGCCTACC

AAGCCAACGTGAACTACGCCGCCTAA 




