IDENTIFICATION

Species: Setaria viridis

Locus: Sevir.9G332400

Gene Model: Sevir.9G332400.1.p
Description: SVEXPB-21
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
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Specific hits B | Pollen_allerg_1

Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg_1 superfamily

List of domain hits i
Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd2227! N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 41-162 377e-85
[+ Polien_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, Pl and PiIl from Lolium perenne. 170-245 1.62e-31

MASSSKAAAFAALLFSLLVTYGSCTRPVNFNESDFTADPNWEAARATWYGAPTGAG
PDDDGGACGFKNVNLPPFSAMTSCGNEPLFKDGKGCGSCYQIRCTNHAACSGNPETV
IHITDMNYYPVAKYHFDLSGTAFGAMAKPGRNDELRHAGIIDIQFKRVPCNYPGQKVT
FHVEEGSNAVYLAVLVEFEDGDGDVVQVDLMEANSGSWTPMRESWGSIWRLDSNH
RLQAPFSVRITNESGRMLVANQVIPANWVPNTYYRSHQY™*

CDS (coding sequence)
>SVEXPB-21

ATGGCCTCCTCTTCCAAGGCTGCAGCATTTGCTGCACTGCTCTTCTCCCTCCTTGT
CACGTATGGCTCGTGCACTCGGCCGGTGAACTTTAACGAGTCGGACTTCACCGCC
GACCCCAACTGGGAGGCCGCCAGGGCCACCTGGTATGGGGCACCCACCGGLCGLC
GGTCCTGACGACGACGGTGGCGCCTGCGGGTTCAAGAACGTGAACCTGCCACCGT
TCTCGGCGATGACGTCCTGCGGCAACGAGCCACTGTTCAAGGACGGCAAGGGCT
GCGGCTCCTGCTACCAGATACGATGCACCAACCACGCTGCGTGCTCCGGCAACCC
GGAGACGGTGATAATCACCGACATGAACTACTACCCCGTCGCCAAGTACCACTTC
GACCTCAGCGGCACGGCCTTCGGCGCCATGGCCAAGCCAGGCCGCAACGATGAG
CTCCGCCATGCCGGCATCATCGACATCCAATTCAAGAGGGTGCCCTGCAACTACC
CCGGCCAGAAGGTGACGTTCCACGTCGAGGAGGGCTCGAACGCCGTCTACTTGGC
GGTGCTCGTCGAGTTCGAAGACGGCGACGGCGATGTGGTGCAGGTGGACCTCAT
GGAAGCCAACTCTGGGTCATGGACTCCGATGCGCGAGTCCTGGGGATCCATCTGG
AGGCTGGACTCCAACCACCGGCTGCAGGCGCCCTTCTCAGTGCGCATCACCAACG
AGTCCGGCAGGATGCTGGTGGCCAACCAGGTCATCCCGGCCAACTGGGTGCCCA
ACACCTATTACCGCTCCATCATCCAGTACTAG

Nucleotide
>SvEXPB-21

ATAACTGCCAAGAGGCCGTTGCTTTTTTAATGGTGCACGCATGACTACCCGAAGT
CTCCGTTCCTCGCATGATTTGCTCCGGAGCCATGTGACCCCTACCAAAGAACGTC
GGGTGCAACAGCCCTTGATGGCGATCGCGGCGCACTGCGTTCCATCGATCGAGTC



TTTTCCTCCCCTATAAATACCCCAGCAAGGTGCTCTTCCCCAACCATCCAAAACAC
CGAATCTTAGTGTCTGCTCGGTACTAGCAGTAGCTATACCTTCAGTAGATCTTAAG
CTTGGAGTAGAATTTGTGTTTGCTGCACTGAGCTAAGATGGCCTCCTCTTCCAAGG
CTGCAGCATTTGCTGCACTGCTCTTCTCCCTCCTTGTCACGTATGGCTCGTGCACT
CGGCCGGTGAACTTTAACGAGTCGGACTTCACCGCCGACCCCAACTGGGAGGCCG
CCAGGGCCACCTGGTATGGGGCACCCACCGGCGCCGGTCCTGACGACGACGGTA
CGTAATTCTCGGTCATGGCTACGTATGGGTATTGGCGTATTGCTGAATGCCGCATT
TTTGGACGATTAATAAACTAACTCTGCATGCATGCCCTTGGCGACCCATCTTTTTT
TGTGCAGGTGGCGCCTGCGGGTTCAAGAACGTGAACCTGCCACCGTTCTCGGCGA
TGACGTCCTGCGGCAACGAGCCACTGTTCAAGGACGGCAAGGGCTGCGGCTCCTG
CTACCAGGTACGTAGACTTTTCCGTCTCTGCCGTGTCGTGGAAAACAGGAAAAGG
ATACCGATCCGAAAGCTTATTTGAGGTACATGCAGTTGTTGTTTTCACTAACTCCA
TTTGTTGCTCCTCTTCTTCAGATACGATGCACCAACCACGCTGCGTGCTCCGGCAA
CCCGGAGACGGTGATAATCACCGACATGAACTACTACCCCGTCGCCAAGTACCAC
TTCGACCTCAGCGGCACGGCCTTCGGCGCCATGGCCAAGCCAGGCCGCAACGATG
AGCTCCGCCATGCCGGCATCATCGACATCCAATTCAAGAGGTGGGTACCATGCAT
TGCTGCTCGTTGCACAGAGCCGCAGAACAGAATCATTAGCTCGACCGTCTAGCTT
ACCTGTTCTGTGGAGCCCTTGTACTTTTGCTCAACCGATTTTGACGACACGACAGC
CAGTTTTAAATGGGGGGCTGGGGCCCACGTAGATTCGCAGAAATATTTAGTACCA
GTACTTCCAATTCACTCCGAATTTGGAGTCTGCATGCACTGTGGATCGACAAAGG
TTGCTTAATTTGAAGCCTAATCCATGTCCAAACGCACCACATGGCTTGTTCCTGCA
GGGTGCCCTGCAACTACCCCGGCCAGAAGGTGACGTTCCACGTCGAGGAGGGCT
CGAACGCCGTCTACTTGGCGGTGCTCGTCGAGTTCGAAGACGGCGACGGCGATGT
GGTGCAGGTGGACCTCATGGAAGCCAACTCTGGGTCATGGACTCCGATGCGCGA
GTCCTGGGGATCCATCTGGAGGCTGGACTCCAACCACCGGCTGCAGGCGCCCTTC
TCAGTGCGCATCACCAACGAGTCCGGCAGGATGCTGGTGGCCAACCAGGTCATCC
CGGCCAACTGGGTGCCCAACACCTATTACCGCTCCATCATCCAGTACTAGCTCAT
GCATGATCTGGTTCTGCCAACAATAATTCGGTCACTGATAGATTTTCGATTCATTT
GGTACTATTTCGTTGTTCCATTGGATTGAGGTGCCTTAATTAGTTAGTAGGTGAGG
TATCAGGAGTCCGGCTATGCTGGCATCAGTAGGAGTTGTTTGTGTCTGTAAGAGA
TTGACGTGTGGGAAATAGAGGAGGCAAGTTTGCATGTGCTTTCCCGGCCCACTGT
CTATGAATGTAATGGTGTGATCAAGGTTTTAAATTATAAACACTGTTTTGTGCACC
ATTAAGTAAAGGCACCTGCTAAGCTTCGGTTGTATGGAAACGCGAGACCTCACTG
G





