IDENTIFICATION

Species: Zostera marina
Locus: Zosma68g00430

Gene Model: Zosma68g00430.1
Description: ZmrEXPA-06
Family: Alpha Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Zmarina_v2_2
KEGG:-

EXTERNAL RESOURCES
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Superfanilies PLNOOOSO

+ Name Accession Description Interval E-value
[+] PLNO0O50 super family 31535 expansin A; Provisional 9-253 1.81e-81
SEQUENCES

Peptide

>ZmrEXPA-06

MTWSTLPAQLFYFTLTLLATLSASTEEDWKPARATYYASYDPLDRVDGACGYGDLG
RNGYGMATVGASQALFERGKVCGACFQVRCVEELRYCIPGTTIVVTVTDFCPPNYSL
SSEEDGYCNPPNHHLLMPIAAFEKIAIWKAGNMAVEYRRVKCRREGGVRFAIDGHG
VFISVLISNVAGAGDVNAVKIKGSNTGWLPMGRNWGQNWHVNADLVNQPLSFEVT
TSDSVTLTSYNVAPKEWRFGVSYTATKQFQDQ*

CDS (coding sequence)
>ZmrEXPA-06

ATGACGTGGTCTACCCTTCCAGCCCAACTTTTCTACTTCACACTAACATTACTCGC
CACACTCTCCGCTTCCACTGAAGAAGATTGGAAACCTGCAAGAGCCACGTATTAC
GCCTCCTACGATCCTCTTGACCGCGTTGATGGGGCATGTGGGTACGGCGATTTGG
GTCGGAATGGGTACGGTATGGCGACGGTGGGTGCGAGCCAGGCATTGTTCGAGC
GGGGCAAGGTGTGCGGTGCTTGTTTCCAAGTACGATGCGTGGAGGAGTTGAGATA
CTGTATACCTGGGACAACAATCGTGGTGACTGTGACGGACTTCTGCCCACCAAAC
TACTCTCTGTCTTCAGAGGAAGATGGGTATTGCAATCCCCCCAACCATCATCTACT
CATGCCCATTGCAGCATTTGAGAAGATTGCAATATGGAAGGCTGGAAACATGGCC
GTCGAGTACCGGAGAGTGAAGTGCAGGAGAGAAGGAGGCGTCCGATTCGCGATT
GACGGTCATGGAGTGTTCATCTCTGTTCTGATCAGCAATGTTGCCGGTGCCGGAG
ACGTGAATGCGGTTAAGATCAAAGGGTCGAACACAGGATGGCTTCCGATGGGTA
GGAATTGGGGACAGAACTGGCACGTTAATGCGGATCTCGTTAATCAACCCCTTTC
CTTTGAGGTTACCACCAGTGATAGCGTCACTCTCACCTCTTATAACGTGGCTCCAA
AGGAATGGAGGTTTGGGGTGTCTTACACAGCAACCAAGCAGTTCCAGGATCAAT
GA

Nucleotide
>ZmrEXPA-06

TCCCGACCGACGGGTCAACATCCCTGAAGGTCTCAAAACCAGAAGAGGAAGAAA
AGCGGCAATGACGTGGTCTACCCTTCCAGCCCAACTTTTCTACTTCACACTAACAT
TACTCGCCACACTCTCCGCTTCCACTGAAGAAGATTGGAAACCTGCAAGAGCCAC
GTATTACGCCTCCTACGATCCTCTTGACCGCGTTGGTAATCCTCATTCCCATCTTC
CTTTCCGGCTTTCCCGCACAGCAGATGTGCTACTGACTTGTTATTTTACATGTATA



TGCAGATGGGGCATGTGGGTACGGCGATTTGGGTCGGAATGGGTACGGTATGGC
GACGGTGGGTGCGAGCCAGGCATTGTTCGAGCGGGGCAAGGTGTGCGGTGCTTG
TTTCCAAGTACGATGCGTGGAGGAGTTGAGATACTGTATACCTGGGACAACAATC
GTGGTGACTGTGACGGACTTCTGCCCACCAAACTACTCTCTGTCTTCAGAGGAAG
ATGGGTATTGCAATCCCCCCAACCATCATCTACTCATGCCCATTGCAGCATTTGAG
AAGATTGCAATATGGAAGGCTGGAAACATGGCCGTCGAGTACCGGAGAGTGAAG
TGCAGGAGAGAAGGAGGCGTCCGATTCGCGATTGACGGTCATGGAGTGTTCATCT
CTGTTCTGATCAGCAATGTTGCCGGTGCCGGAGACGTGAATGCGGTTAAGATCAA
AGGGTCGAACACAGGATGGCTTCCGATGGGTAGGAATTGGGGACAGAACTGGCA
CGTTAATGCGGATCTCGTTAATCAACCCCTTTCCTTTGAGGTTACCACCAGTGATA
GCGTCACTCTCACCTCTTATAACGTGGCTCCAAAGGAATGGAGGTTTGGGGTGTC
TTACACAGCAACCAAGCAGTTCCAGGATCAATGAATGATTCATAGATTGATGGAT
TTGTCTGGTTTTTTTTGTCTTCTATTTTCAGATCTACCATCAATGTTCACTTTTCTTA
AATTTTCACATTTTAATTTTAATGACAAAATCAATTCCTTTAATG






