IDENTIFICATION

Species: Setaria viridis

Locus: Sevir.1G265200

Gene Model: Sevir.1G265200.1.p
Description: SVEXPB-04
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1
KEGG:-

EXTERNAL RESOURCES



https://phytozome-next.jgi.doe.gov/info/Sviridis_v2_1

GENE STRUCTURE
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Legend:
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DOMAIN ARCHITECTURE
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Query seq.

specific hits g Pollen_allerg_1
Superfanilies DPBB_R1pA_EXP_N-1like superfamily Pollen_allerg_1 superfamily

List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 69-192 6.75e-76
[#] Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol P1, Pl and P1ll from Lolium perenne. 200-278 3.66e-30

MVKSSYTLLFGALVVLALLASPIACTRKLAKPNKHRRPTHKPGVRARSNHTATPSAS
DARGDAYGSGGWLSAGATYYGAPNGDGSDGGACGYQTAVGQRPFSSMIAAGSPSL
FKGGKGCGACYEVKCNSNTACSGQPATVVITDECPGGVCLAEAAHFDMSGTSMGA
MAKPGMADRLRAAGILQVQYKRVPCKYSGVNIAFRVDQGSNPFYFEVLIEFEDGDG
DLSAVDLMEAGCGTWTPMVQNWGALWRYNSNTGKALKAPFSIRLTSDSGKALVAN
NVIPAGWKAGATYRSLVNYS*

CDS (coding sequence)
>SvEXPB-04

ATGGTGAAATCGTCTTACACCTTGCTGTTCGGCGCACTGGTCGTGCTCGCGCTTCT
AGCGAGCCCCATTGCTTGCACCCGCAAGCTCGCCAAGCCAAACAAGCACAGGCG
GCCGACGCACAAGCCGGGAGTCAGGGCCCGTAGCAACCACACCGCTACCCeCTC
GGCGTCCGATGCACGCGGCGATGCCTACGGCTCCGGCGGTTGGTTGTCTGCCGGC
GCGACGTACTACGGCGCGCCCAACGGCGACGGCAGTGACGGCGGLGLGTGLGGL
TACCAGACCGCCGTCGGGCAGCGTCCCTTCTCGTCGATGATCGCCGCCGGGAGCC
CGTCTCTGTTCAAGGGAGGAAAAGGATGCGGCGCCTGCTACGAGGTTAAATGCA
ACAGCAACACGGCGTGCTCCGGTCAGCCGGCGACCGTGGTCATCACCGACGAGT
GCCCCGGTGGGGTCTGCCTCGCCGAGGCAGCTCACTTCGACATGAGCGGCACCTC
CATGGGCGCCATGGCGAAGCCCGGCATGGCCGACAGGCTTCGCGCTGCCGGAAT
CCTCCAGGTCCAGTACAAGAGGGTGCCGTGCAAGTACAGCGGCGTGAACATCGC
CTTCCGGGTGGACCAAGGCTCCAACCCCTTCTACTTCGAGGTGCTGATCGAGTTC
GAGGACGGCGATGGCGACCTCAGCGCCGTCGACCTCATGGAAGCCGGGTGCGGL
ACTTGGACCCCGATGGTGCAGAATTGGGGCGCGCTGTGGCGCTACAACTCCAACA
CCGGCAAGGCGCTGAAGGCGCCCTTCTCGATCCGGCTCACCTCCGACTCCGGCAA
GGCGCTCGTCGCCAACAACGTCATCCCCGCCGGCTGGAAGGCCGGAGCCACGTA
CCGCTCCTTGGTGAACTACTCCTGA



Nucleotide
>SvEXPB-04

AAACACTCGAGCTGAGCTCATCACCTAGCTCACAGCCTCTTCCGATCGACCTACC
AGTGCTTTGCTCAGAAGACGCAGCAGGCAAGAAGCTTGCAGCAGTGGCAATGGT
GAAATCGTCTTACACCTTGCTGTTCGGCGCACTGGTCGTGCTCGCGCTTCTAGCGA
GCCCCATTGCTTGCACCCGCAAGCTCGCCAAGCCAAACAAGCACAGGCGGCCGA
CGCACAAGCCGGGAGTCAGGGCCCGTAGCAACCACACCGCTACCCCCTCGGLGT
CCGATGCACGCGGCGATGCCTACGGCTCCGGCGGTTGGTTGTCTGCCGGCGCGAC
GTACTACGGCGCGCCCAACGGCGACGGCAGTGACGGTTAGTGCGATTGCTAATTC
TGTTGTCTGTCGGTTAACGTGTACTCCGTAGTCTACAGTCTACATTGCACGGCGGG
TTAACATGGACTGGCCAAATTTGTACGTGCAGGCGGCGCGTGCGGCTACCAGACC
GCCGTCGGGCAGCGTCCCTTCTCGTCGATGATCGCCGCCGGGAGCCCGTCTCTGT
TCAAGGGAGGAAAAGGATGCGGCGCCTGCTACGAGGTCAGCAACTCGGCATAAC
ACGCTAGTAGTTTAGTACACACATTGCCTGAGTTCGTGTGGTCACACAACGCATG
GCCTAGCTCCTGTGATCCAATAGCATGGTAGCTCCATTGATGGTGCAAGATGGTC
GGCGCTGGTGCTAACTGAATGCTTTCATGTGGCGCGCGTAACGCAGGTTAAATGC
AACAGCAACACGGCGTGCTCCGGTCAGCCGGCGACCGTGGTCATCACCGACGAG
TGCCCCGGTGGGGTCTGCCTCGCCGAGGCAGCTCACTTCGACATGAGCGGCACCT
CCATGGGCGCCATGGCGAAGCCCGGCATGGCCGACAGGCTTCGCGCTGCCGGAA
TCCTCCAGGTCCAGTACAAGAGGTATGTGCCTGCTACCTGCTGAGAAGTTCAGAA
TTTCCGTTAGGTACGGAGCTCATAGTTACCACTCGTGGCAGGGTGCCGTGCAAGT
ACAGCGGCGTGAACATCGCCTTCCGGGTGGACCAAGGCTCCAACCCCTTCTACTT
CGAGGTGCTGATCGAGTTCGAGGACGGCGATGGCGACCTCAGCGCCGTCGACCTC
ATGGAAGCCGGGTGCGGCACTTGGACCCCGATGGTGCAGAATTGGGGCGCGCTG
TGGCGCTACAACTCCAACACCGGCAAGGCGCTGAAGGCGCCCTTCTCGATCCGGC
TCACCTCCGACTCCGGCAAGGCGCTCGTCGCCAACAACGTCATCCCCGCCGGLTG
GAAGGCCGGAGCCACGTACCGCTCCTTGGTGAACTACTCCTGAACTGCAACAGGA
GATTATATTTTGTTACGGCTCACGGCAATTCGAGGTAGTTCCTAATGTGTGTCCGG
GTGTTTGAGAGAGGCGCGGTGTCAGATGAGGAGGAGAAGCCGGTCTAAGAATCG
TGTTCTTTCCCTCCCTCCACGATCTCTACGCAGTCCCCTCGTGACGCATGCAGTCG
CTGTGTCTATTTATCTGTGATTTTATTTTTTTCCCTTTTCTTCCTCTCGGTGTGATGT
TGAGGGGAGAAGAATAGCTTAAGCTGCGACTAAAGTTGCATTATGGTGTATCCGC
TATGAAATTGTGTGAATGTTTTTGTACCACGCAAATAAGCAATCCTTATGGAGAA
ATGATTACTATTATTTCATCG






