IDENTIFICATION

Species: Oryza sativa Kitaake

Locus: OsKitaake04g217800

Gene Model: OsKitaake04g217800.1.p
Description: OskEXPB-17

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/OsativaKitaake v3 1
KEGG:-

EXTERNAL RESOURCES
https://rice-genome-hub.southgreen.fr/bio data/185326



https://phytozome-next.jgi.doe.gov/info/OsativaKitaake_v3_1
https://rice-genome-hub.southgreen.fr/bio_data/185326
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DOMAIN ARCHITECTURE
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Specific hits
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Superfanilies PLNO3023

DPBB_R1pA_EXP_N-1ike superfamily

List of domain hits o
Name Accession Description Interval  E-value
[+] DPBB_EXPB_N cd22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 45-168 7.85e-75
[+] PLN03023 super family ci33621 Expansin-like B1; Provisional 3272 152842

>0OskEXPB-17

MVSRGTFVFAVLVALPILSLPVSGYEQNYTAGRRSTMSLGRGYGWSSGGATWYGGP
QGDGSEGGACGYQSAVGQRPFSSMIAAGGPSLFKNGKGCGSCYQIKCTGNRACSGRP
VTVVITDSCPGGVCLNEAAHFDMSGTAFGAMANRGMGDRLRSAGVLKIQYKRVPCR
FAMNVAFKVDAGSNPYYLAILVQYANGDGDLAAVHIMEARGGGGWKAMQQSWG
ATWRLNSNTGKPLSPPFSIRLTSGSGKVLVANNVIPSGWQAGLTYRSTVNYAA*

CDS (coding sequence)
>0OskEXPB-17

ATGGTTAGCCGGGGCACTTTCGTTTTTGCCGTCCTAGTGGCGCTACCGATACTGTC
ACTCCCCGTCTCTGGCTACGAGCAGAACTACACTGCCGGCAGACGGAGCACCATG
TCGCTGGGCAGAGGCTACGGCTGGTCCTCCGGCGGCGCGACGTGGTACGGLCGGL
CCGCAAGGCGACGGCAGCGAAGGCGGCGCGTGCGGTTACCAGAGCGLCCGTCGGG
CAGCGCCCGTTCTCGTCGATGATCGCCGCCGGCGGGCCCTCCCTCTTCAAGAATG
GCAAAGGCTGCGGCTCATGCTACCAAATTAAGTGCACCGGCAACCGGGCGTGCTC
CGGCCGCCCAGTGACCGTCGTGATCACCGACTCCTGCCCTGGAGGGGTATGCCTG
AACGAGGCGGCGCACTTCGACATGAGCGGCACCGCCTTCGGCGCCATGGCCAAC
CGTGGCATGGGCGACCGCCTCCGCTCCGCCGGAGTCCTCAAGATCCAGTATAAGA
GGGTGCCGTGCAGGTTTGCCATGAACGTGGCCTTCAAGGTGGACGCGGGCTCCAA
CCCGTACTACCTCGCCATCCTGGTCCAGTACGCGAACGGCGACGGCGACCTCGCC
GCGGTGCACATCATGGAGGCCCGCGGCGGCGGCGGGTGGAAGGCGATGCAGCAG
TCGTGGGGCGCCACCTGGCGCCTCAACTCCAACACCGGGAAGCCGCTGAGCCEGC
CGTTCTCGATCCGGCTCACCTCGGGCTCCGGCAAGGTGCTCGTCGCCAACAACGT
CATCCCCTCCGGGTGGCAGGCCGGGTTGACCTACCGATCCACCGTGAACTACGCC
GCCTAA

Nucleotide
>0OskEXPB-17

CAATCTCCGCTTAACAATCCCAGCTACCTAACCGATTGCCCAACAAGAAAATAGC
AATGGTTAGCCGGGGCACTTTCGTTTTTGCCGTCCTAGTGGCGCTACCGATACTGT




CACTCCCCGTCTCTGGCTACGAGCAGAACTACACTGCCGGCAGACGGAGCACCAT
GTCGCTGGGCAGAGGCTACGGCTGGTCCTCCGGCGGCGCGACGTGGTACGGCGG
CCCGCAAGGCGACGGCAGCGAAGGTAATTAAGTCGTTGTCAAGTGGTAGTATGA
ACTGCATGCATGTGCGTATTTGACCTCAAGTACTCACGTTGCCATGTTGGTTAATT
AATCCAAATGCAGGCGGCGCGTGCGGTTACCAGAGCGCCGTCGGGCAGCGCCCG
TTCTCGTCGATGATCGCCGCCGGCGGGCCCTCCCTCTTCAAGAATGGCAAAGGCT
GCGGCTCATGCTACCAAGTCAGTAGTGTATTTGTATGTTTTACCAGTCAAATGCAT
GGGACGTGGAGCATTCCTAACTAAATTAGATGTACAGATTAAGTGCACCGGCAAC
CGGGCGTGCTCCGGCCGCCCAGTGACCGTCGTGATCACCGACTCCTGCCCTGGAG
GGGTATGCCTGAACGAGGCGGCGCACTTCGACATGAGCGGCACCGCCTTCGGCG
CCATGGCCAACCGTGGCATGGGCGACCGCCTCCGCTCCGCCGGAGTCCTCAAGAT
CCAGTATAAGAGGTGCCCCGCCATTGAATTTGCAAAATTATTTCTGGAGTTCTGG
TCCACTCTGCAATGTACAAGTGCAGATTTTTACTGAATTTTTACTTTTGCCTGCAG
GGTGCCGTGCAGGTTTGCCATGAACGTGGCCTTCAAGGTGGACGCGGGCTCCAAC
CCGTACTACCTCGCCATCCTGGTCCAGTACGCGAACGGCGACGGCGACCTCGCCG
CGGTGCACATCATGGAGGCCCGCGGCGGCGGCGGGTGGAAGGCGATGCAGCAGT
CGTGGGGCGCCACCTGGCGCCTCAACTCCAACACCGGGAAGCCGCTGAGCCCGC
CGTTCTCGATCCGGCTCACCTCGGGCTCCGGCAAGGTGCTCGTCGCCAACAACGT
CATCCCCTCCGGGTGGCAGGCCGGGTTGACCTACCGATCCACCGTGAACTACGCC
GCCTAATGCGGCGGCGTCGTGCGCGACTACGTACGCGCGTGTTTGTTAACGTCGC
CGCGATAGATCCATCGCGAGGCAGAAGCTCGCCTCGTCGAAGTGAGTTCGGTGTG
TGCGCGTCCGGGAATCGTGCGCAGCCGCGGTAAAAGAGGAGTTCGATCTGTTAGT
GTTAAGTGTTCGTGATGTGTGTTCTCCCTCCGTGGCCGTTTGCAGAGCTGCTTCTA
GTGACGTCTCTTGCTTGGTTATAACTTAACCGAATTCTGCGTTGCGATTTGCACTT
GTATAATTGCGTTGACATGGTTGGAGACATCCCGGGCCTGCCCCAACCGGCAACC
GTAGCTCGGTTTTGACGAGCCCGGCCGTGTGACGGCCTCTATTCTTGCTCTGTTTT
AGCTACCGGCATAATCGTATGCAGTAAGCGATTTCTTATTTTCCAACG






