IDENTIFICATION

Species: Oryza sativa

Locus: LOC_0s02g44108

Gene Model: LOC_0s02944108.1
Description: OstEXPB-03
Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/Osativa_v7_0
KEGG: https://www.genome.jp/entry/T01015

EXTERNAL RESOURCES
http://rice.uga.edu/
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Superfanilies DPBB_R1pA_EXP_N-1ike superfamily Pollen_allerg_1 superfamily

List of domain hits o

Name Accession Description Interval E-value
[+ DPBB_EXPB_N 227! N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily; Beta-expansins 75-187 6.87e-68
[+ Pollen_allerg_1 pfam01357 Pollen allergen; This family contains allergens lol PI, Pl and PIll from Lolium perenne 195-272 1.55e-29

SEQUENCES
Peptide
>OstEXPB-03

MAKSCTLVLLLVALVGLSLLVSPIACSRKLSKPKPKPKPSMKKPVVRAHNNYTGSPS
VTVTTGWAAAGATYYGAPNGDGSDGGACGYQTAVGQRPFSSMIAAGSPSLYKGGK
GCGACYEVKCTTNAACSGQPATVVITDECPGGICLAGAAHFDMSGTSMGAMAKPG
MADKLRAAGILQVQYRRVPCKYSGVNIAFRVDQGANPFYFEVLIEFEDGDGDLNAV
DLMEAGCGWTPMVQNWGALWRYNSNTGKALKAPFSLRLTSDSGKVLVANNVIPAS
WKPGVTYRSLVNYS*

CDS (coding sequence)
>OstEXPB-03

ATGGCGAAATCTTGCACCTTGGTACTACTACTTGTCGCACTGGTCGGGCTCTCACT
TCTTGTGAGCCCCATTGCTTGCTCCCGCAAGCTCAGCAAGCCGAAACCCAAGCCG
AAGCCGAGCATGAAGAAGCCGGTGGTCCGGGCTCACAACAACTACACCGGTAGC
CCGTCGGTGACGGTCACCACCGGCTGGGCCGCCGCCGGCGCCACGTACTACGGCEG
CCCCCAACGGCGACGGCAGCGACGGCGGCGCTTGCGGCTACCAGACLCGLLCGTCG
GGCAGCGGCCGTTCTCGTCGATGATCGCCGCCGGGAGCCCGTCGCTGTACAAGGG
AGGCAAGGGGTGCGGCGCGTGCTATGAGGTTAAATGCACGACCAACGCAGCTTG
CTCCGGCCAGCCAGCCACCGTCGTCATCACCGACGAGTGCCCCGGGGGCATCTGC
CTCGCCGGCGCCGCGCACTTCGACATGAGCGGCACTTCCATGGGCGCCATGGCCA
AGCCCGGCATGGCCGACAAGCTCCGCGCCGCCGGTATCCTCCAGGTCCAGTACAG
AAGGGTGCCATGCAAGTACAGCGGCGTGAACATCGCGTTCAGGGTTGACCAGGG
GGCAAACCCGTTCTACTTCGAGGTGCTCATCGAGTTCGAGGACGGCGACGGCGAC
CTCAACGCCGTCGACCTGATGGAGGCCGGCTGCGGCTGGACGCCGATGGTGCAG
AACTGGGGCGCGCTCTGGCGGTACAACTCCAACACCGGCAAGGCCCTGAAGGCG
CCATTCTCGCTCCGCCTCACCTCCGACTCCGGCAAGGTGCTCGTCGCAAACAACG
TCATCCCGGCGAGCTGGAAGCCCGGCGTGACGTACCGCTCCCTGGTGAACTACTC
CTAA



Nucleotide
>0OstEXPB-03

AACTCACCCAAGAACACACTCGAGCTGAGCACGTCTAGCTAGCTATATCTCTCAA
CATCTTCCGAGCTACTACTAGTAGCTAGCTAGCTAGAGGAAGCAGCAGCAATGGC
GAAATCTTGCACCTTGGTACTACTACTTGTCGCACTGGTCGGGCTCTCACTTCTTG
TGAGCCCCATTGCTTGCTCCCGCAAGCTCAGCAAGCCGAAACCCAAGCCGAAGCC
GAGCATGAAGAAGCCGGTGGTCCGGGCTCACAACAACTACACCGGTAGCCCGTC
GGTGACGGTCACCACCGGCTGGGCCGCCGCCGGCGCCACGTACTACGGLGLCCCC
AACGGCGACGGCAGCGACGGTTAGTGCTCGCTTGCTTTCGCTTTCGAGCTTACAG
TACTTGCATTGCACGGCATTGGTCGAGCTGGAACTGAAATTAAAATGGAATCGGG
GGAAAACTTGCAGGCGGCGCTTGCGGCTACCAGACCGCCGTCGGGCAGCGGCCG
TTCTCGTCGATGATCGCCGCCGGGAGCCCGTCGCTGTACAAGGGAGGCAAGGGGT
GCGGCGCGTGCTATGAGGTCAGCACACACACACGACACTGACACATGTACACAC
AGCAGTGTGTGGTCACACGGGCGAGCTAGCTATTACTGCTGCGAGAGCTTTCGTG
TAGCTCCATTAATGGCGGAAAGTGGTCGGCTGATCCCAACTCAATGCGTTCATGT
GGCCGTGTACGCAGGTTAAATGCACGACCAACGCAGCTTGCTCCGGCCAGCCAGC
CACCGTCGTCATCACCGACGAGTGCCCCGGGGGCATCTGCCTCGCCGGLGLLCGLG
CACTTCGACATGAGCGGCACTTCCATGGGCGCCATGGCCAAGCCCGGCATGGCCG
ACAAGCTCCGCGCCGCCGGTATCCTCCAGGTCCAGTACAGAAGGTATATGCACAT
TCGCATCAGTGCAGAATCACGAATCAATGGCGCCGGCAAGCTGTAGTATAATTAG
CTAACCTTGGTGCTTAATTCCGTTAATCTCTCGTAGGGTGCCATGCAAGTACAGCG
GCGTGAACATCGCGTTCAGGGTTGACCAGGGGGCAAACCCGTTCTACTTCGAGGT
GCTCATCGAGTTCGAGGACGGCGACGGCGACCTCAACGCCGTCGACCTGATGGA
GGCCGGCTGCGGCTGGACGCCGATGGTGCAGAACTGGGGCGCGCTCTGGCGGTA
CAACTCCAACACCGGCAAGGCCCTGAAGGCGCCATTCTCGCTCCGCCTCACCTCC
GACTCCGGCAAGGTGCTCGTCGCAAACAACGTCATCCCGGCGAGCTGGAAGCCC
GGCGTGACGTACCGCTCCCTGGTGAACTACTCCTAAATTAATTACAGCTCTCTCCA
CATCTCCTGCAAGAAGCTGCAGTGCAGAGTTGCGGTAAATTGGTAATTACAGATT
TATAATTAGCCTCGGGTTAATTATATGGCGGGAAATGTGCGTCCGGGTGTTGCGA
GAGGCGGTGTCAGAAGAGGAGGAAAGGAGGTTTAAGAATCGTGTTCTTCCCTCC
ACGGTCTCTGCATTCCCCTAGTGATGTGACTGTGTCGTCGTCGATTTGTCTGTAAA
ATTTTATTTTTCTTAGTTATATCTTCCTCTGTTATTGTCATGTTGAGGGAGAAGCTT
GAGCTGCAACTAATGTTGCATGCCGATGTATCAAGTTTGTGTGTGTGTGTTTTTTT
TGTACCACGCAAATCTTTCAGATAAATGGATTAGTACTGTCAGAAGATTTCTGTA
CTTCACTGGAA






