
IDENTIFICATION 

Species: Ananas comosus 

Locus: Aco017209 

Gene Model: Aco017209.1 

Description: AncEXPA-13 

Family: Alpha Expansin 

3D structure: 

 

GENOME DATABASES 

Phytozome: https://phytozome-next.jgi.doe.gov/info/Acomosus_v3  

 

https://phytozome-next.jgi.doe.gov/info/Acomosus_v3


EXTERNAL RESOURCES 

http://pineapple.angiosperms.org/pineapple/html/index.html#:~:text=The%20PGD%20(Pinea

pple%20Genomics%20database,genomics%20and%20CAM%20pathway%20genes..  

GENE STRUCTURE 

 

DOMAIN ARCHITECTURE 

 

SEQUENCES 

Peptide 

>AncEXPA-13 

MEMIAANICSALPLLVLLILLNTTSQLITVTVAQWVPATATFYGGSDASGTMGGGYG

NLYSGGYGISNTALSTALFNNGGSCGFQITCDRSKSQWCKPGTYVTVTATNFCPPNY

NLPSNNGGWCNPPRQHFDMSQPAWESIAIYRGGIVPVFYRRVLCQRNGGVRFTIKGS

GTGWIQMSRNWGQNWQSNAYLRRQSLSFRVQTADGRVLTAYDVAPSYWGFGNTY

TTNLQF* 

CDS (coding sequence) 

>AncEXPA-13 

ATGGAGATGATTGCTGCTAATCTGCAGTGCTTTGCCGTTGCTAGTGTTGTTGATCC

TCCTCACCTCTCAATTGATCTGTGCGTGGCGCAATGGGTCCCCGCGTGCCATTCTA

TGGAGGCAGCGGCTTCGGGGTATGGGCGGAGCATGCGGATGGGATTGTAGCGGC

GGGTATGGGATCAGCAGGCTGAGCGGCGCTGTTCAAGGCGGGTCGTGCGGGGCG

TGCTTCCAGATCGTGCGCGGAGCAAGTCGCAGTGGTGCAAGCCGGGCCTGTCCGT

CCGCCCATTCTGCCCCCCTATACTCCCCTCCAAGGCGGCTGGTGCAATCCCCCTCG

CCAGCTTCGATGTCCCAGCCTGCGTGGGAGTCCATCGCCATCTCGTGGCGGCATC

GTCCCCGTCTTCTCGCAGGGTTCTGTGCCAGAGGAGGCGGGGTGAGGTTCGATCA

AAGGGTCGGGGAGGGTGGATTCAGATGAGCAGGATGGGGCCAGATGGCAGAGC

AATGCATCTCAGGCGCCAGAGCCTCTCCTTCCGGGTGCAGTGCTGGGCCGCGTCC

TCCGCCTGGTCGCCCCCTCGTTGGGGCTTCGGCAATCTACTCCAGTTCTAG 

Nucleotide 

>AncEXPA-13 

ATGGAGATGATTGCTGCTAATCTGCAGTGCTTTGCCGTTGCTAGTGTTGTTGATCC

TCCTCACCTCTCAATTGATCTGTGCGTGGCGCAATGGGTCCCCGCGTGCCATTCTA

TGGAGGCAGCGGCTTCGGGGTATGGGTGTGTGTTGGTGCAGCCGTATTCCTTTTTT

http://pineapple.angiosperms.org/pineapple/html/index.html#:~:text=The%20PGD%20(Pineapple%20Genomics%20database,genomics%20and%20CAM%20pathway%20genes
http://pineapple.angiosperms.org/pineapple/html/index.html#:~:text=The%20PGD%20(Pineapple%20Genomics%20database,genomics%20and%20CAM%20pathway%20genes


GTAAAATGTGCGTCGGCATTGGGCATTGTAGTTGGTATGTCCTGATTATAAGCTA

AGGGGATCTGCATTCTCCTTCCTTTCTCTTGTCATATGGAAAAGCTTCAAAAAGTG

GCAGCTCTGCATTCTTTGAAATCTTTATCTGAGGGTCTGTTTATCAGTTTTAGTTC

AAATTGGAGGTTCCAAAAAGTCTAGTTCTTTGGGATGCTCTAATAAAAGCTTTTTC

CTCAATCAGTAAAAGTTAAGAGCTCATGCTTTTAGAGCTCTGGACTTATTTGGTTA

TAGATATAGGAGCCTCAAAATATGCGCCTATCGGCATAGCTTTTGTAAAAGTGAT

GTGCAAGTGAAGCCGTTTGAAGAAGCTAATAAATATAGTCATTTATTCTCCCCTC

ATTTTTAGAGATTCAATTTTTATCATAGAAGCTCATTTCAATTGATGGCATAGCAA

AATGTAATGCTTTTGTTGGTTTTCTCTGTGAAAAAGTGTTTCAGAAGCAGGGCTTG

GCTTAATTGAAATTTAGTAGCTTAAATCTTCTTCCTCCACCCAAAATTCTGAGTTT

TTTTCCGATCCTACCCCAATAATATTGCTTCATCCTGCCGTCGGGGAATCTGTTCG

AATAATCAGCCTATATGGAATGTGCAGGCGGAGCATGCGGATGGGATTGTAGCG

GCGGGTATGGGATCAGCAGGCTGAGCGGCGCTGTTCAAGGCGGGTCGTGCGGGG

CGTGCTTCCAGATCGTGCGCGGAGCAAGTCGCAGTGGTGCAAGCCGGGCCTGTCC

GTCCGCCCATTCTGCCCCCCTATACTCCCCTCCAAGGCGGCTGGTGCAATCCCCCT

CGCCAGCTTCGATGTCCCAGCCTGCGTGGGAGTCCATCGCCATCTCGTGGCGGCA

TCGTCCCCGTCTTCTCGCAGGTAAAAGTCGTCTATCAGCGTTTAGCGCATTTGAAA

TGGCAAGTAGTGGAATTGAATTTGATTGTTCTGCTGCAGAGTTCTGTGCCAGAGG

ANCGCTATCAGCATTCAGCGTATTTGAAAGCAAGTAGTGGAATTGAATTCGATTG

TTCTGCCGCAGGGTTCTGTGCCAGAGGAGGCGGGGTGAGGTTCGATCAAAGGGTC

GGGGAGGGTGGATTCAGATGAGCAGGATGGGGCCAGATGGCAGAGCAATGCATC

TCAGGCGCCAGAGCCTCTCCTTCCGGGTGCAGTGCTGGGCCGCGTCCTCCGCCTG

GTCGCCCCCTCGTTGGGGCTTCGGCAATCTACTCCAGTTCTAGTCTGCTCAGTTCA

ATGTTCCTCTTTTTTTTTCCCTTCTCTCTCTGACCTGCTTTTCTTTGTGTGTCAATTC

TTTCCTGAAGTTTAGGCTGTGGCTTGATTCATAAAGGTAGCCCCAAGTACAGAGA

ATATGATTCCATGGAATAAAAAGATGCAGCTTCTTGTTGAAGTTTGAGCAATTTG

CATCCTCTTTAAGAGTTTCTGCGCTTTTAAGCAAAGCTAAAGCAGTGATTAGACG

ATTCGAGTCGCAAAGCATCTTTCCTAAAAAGGGTCCTCTCAATGTGCCAATGCAG

TAAGGAAAATCTATCCAAGCAATTAAAAGTGTTAAAAGTGCATCCCTTGGGTATA

AAATATTAAAGAG 


