IDENTIFICATION

Species: Brachypodium stacei
Locus: Brast09G165700

Gene Model: Brast09G165700.1.p
Description: BStEXPB-22
Family: Beta Expansin

3D structure:
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Phytozome: https://phytozome-next.jgi.doe.gov/info/Bstacei vl 1
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List of domain hits d
Name Accession Description Interval E-value
[+] DPBB_EXPB_N 3422275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily. Beta-expansins 29-151 2.41e-72
[+] Pollen_allerg_1 pfam01357 Pollen allergen. This family contains allergens lol PI, Pll and PIIl from Lolium perenne 159-246 1.70e-29
Peptide

>BstEXPB-22

MATPGTALSTTVILILSILSLLATSISCWSSGGATWY GSPYGAGSDGGACGYQGAVGQ
RPFSSMIAAGGPSFFKNGKGCGACYQVKCTGNRACSGRPVKVVITDSCPGGVCAMG
AHFDMSGTAFGAMANPGMADRLRSAGELRIHYARVPCKYNGMNVAFKVDAGSNPY
YLAVLVMYQAGDGDLSSVEIMQGGCRAGQHGRNGEPWRRMQHSWGATWFLNSND
GKPLRAPFSFRLTSGSGKVLEATNAIPAGWRAGTSYRSSVNYAS*

CDS (coding sequence)
>BstEXPB-22

ATGGCTACTCCAGGCACTGCGCTATCCACGACAGTGATCCTCATCCTGTCAATCCT
ATCACTTCTTGCAACCTCCATCTCTTGCTGGTCCTCGGGCGGCGCGACGTGGTACG
GGAGCCCTTACGGCGCCGGCAGCGACGGTGGCGCGTGTGGTTATCAAGGCGCCG
TCGGCCAGCGCCCATTCTCGTCGATGATCGCCGCCGGGGGGCCCTCCTTCTTCAA
GAACGGCAAAGGCTGCGGTGCATGCTATCAGGTTAAGTGCACCGGTAACAGGGC
CTGCTCCGGTCGCCCGGTGAAGGTCGTCATCACCGACTCCTGCCCCGGCGGLCGTC
TGCGCCATGGGGGCGCACTTCGACATGAGCGGCACCGCCTTCGGCGCCATGGCCA
ACCCCGGGATGGCCGACCGCCTCCGCTCAGCCGGAGAACTCAGGATCCATTACGC
CAGGGTGCCGTGCAAGTACAACGGCATGAACGTCGCGTTCAAGGTGGACGCGGG
CTCCAACCCGTACTACCTCGCCGTGCTGGTGATGTACCAGGCAGGCGACGGGGAC
CTCTCGTCCGTGGAGATCATGCAGGGCGGCTGCAGGGCCGGACAGCACGGCAGG
AACGGCGAGCCGTGGAGGAGGATGCAGCACTCGTGGGGCGCCACGTGGTTCCTC
AACTCCAACGACGGGAAGCCCCTGCGCGCCCCGTTCTCGTTCCGGCTCACCTCGG
GCTCCGGCAAGGTGCTCGAAGCCACCAACGCCATCCCCGCCGGCTGGAGGGCCG
GGACGTCCTACCGCTCCTCGGTCAACTACGCCTCGTAA

Nucleotide
>BstEXPB-22

AGTACTTCCAAACAATCCTAAGAGCTAATAAGACACAAATTAACACAATAATCA
ATGGCTACTCCAGGCACTGCGCTATCCACGACAGTGATCCTCATCCTGTCAATCCT
ATCACTTCTTGCAACCTCCATCTCTTGCTGGTCCTCGGGCGGCGCGACGTGGTACG



GGAGCCCTTACGGCGCCGGCAGCGACGGTAAGTCCCACTCCCACACGTACACATA
TACGGAGTAATGATCAGTGCTGTGTATATAGAATTAGATTATAGATTGTCATCAG
ATAGGAGACTTATTCGATCGATCTGCACTGCACGAACGAAATGCAGGTGGCGCGT
GTGGTTATCAAGGCGCCGTCGGCCAGCGCCCATTCTCGTCGATGATCGCCGLCCGG
GGGGCCCTCCTTCTTCAAGAACGGCAAAGGCTGCGGTGCATGCTATCAGGTTAAG
TGCACCGGTAACAGGGCCTGCTCCGGTCGCCCGGTGAAGGTCGTCATCACCGACT
CCTGCCCCGGCGGCGTCTGCGCCATGGGGGCGCACTTCGACATGAGCGGCACCGC
CTTCGGCGCCATGGCCAACCCCGGGATGGCCGACCGCCTCCGCTCAGCCGGAGAA
CTCAGGATCCATTACGCCAGGTGAAATTGCAATCGAGTTCGGTCGATCACCAAAT
TAACGATTGCAGTAAAGTTGGAGACGCGCGTGCTAACATTGGAGTGCTTTTTTCC
CTCTCAGGGTGCCGTGCAAGTACAACGGCATGAACGTCGCGTTCAAGGTGGACGC
GGGCTCCAACCCGTACTACCTCGCCGTGCTGGTGATGTACCAGGCAGGCGACGGG
GACCTCTCGTCCGTGGAGATCATGCAGGGCGGCTGCAGGGCCGGACAGCACGGC
AGGAACGGCGAGCCGTGGAGGAGGATGCAGCACTCGTGGGGCGCCACGTGGTTC
CTCAACTCCAACGACGGGAAGCCCCTGCGCGCCCCGTTCTCGTTCCGGCTCACCT
CGGGCTCCGGCAAGGTGCTCGAAGCCACCAACGCCATCCCCGCCGGLCTGGAGGG
CCGGGACGTCCTACCGCTCCTCGGTCAACTACGCCTCGTAAGACGGTTGCAGGCT
GATCTTTGAGTGTTTTAGATCTGTAGCTCTGCCGTTTGCAGTGAGCTCTTGCCGTG
TCAAATGAACTCGGTCTCGGCTTGTGCCGTTGTGCGTCCGGGAACTGTGAGCGGC
CGCGTTAGAAGAGGAGGAGGGGGTCAAGTGTTTTGTAATGCGTGCTCCTCCAGGC
CTCTCCACGGCCACTGGCTTGCAGTTATTTCCCTAGTGACGTCTCTTCTTTTCTACT
CGTGACGTCTCTCACCCTGTCTGAAGTGGTTTTACCGCCTACGTGTTATGGTTTTG
TCCACTGGCTTGTCATGCCGGCACGCCATGTTAGGATACATTTTGTTGACTAACTA
GGCTATTTGTGTTTACTGTCCAAACATGAATCTACAACAAATTTATGGTTGATTTT
TGTTTATGTCCAAACATGAATCTACAACAAAAG



