IDENTIFICATION

Species: Sorghum bicolor Rio
Locus: SbRi0.04G203800

Gene Model: SbRi0.04G203800.1.p
Description: SbrEXPB-27

Family: Beta Expansin

3D structure:

GENOME DATABASES
Phytozome: https://phytozome-next.jgi.doe.gov/info/SbicolorRio_v2_1
KEGG:-

EXTERNAL RESOURCES
https://www.sorghumbase.org/post/sorghum-bicolor-rio
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Legend:
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DOMAIN ARCHITECTURE

site ) AL
Pollen_allerg_1

specific hits B 1
Superfanilies DPBB_RIpA_EXP_N-like superfamily Pollen_allerg 1 superfamily

List of domain hits d
Name Accession Description Interval E.value
|+ DPEB_EXPB_N 22275 N-terminal double-psi beta-barrel fold domain of the beta-expansin subfamily, Beta-expansins 41-162 7.04e-83
[+] Pollen_allerg_1 pfam01357 Pollen allergen: This family contains allergens lol P, Pll and Pill from Lolium perenne 170-246 7.37e-32

>SbrEXPB-27

MSAQCKLVALGALIFFLLVSYGSCTRIVNFNASHITADPYWVAARATWYGAPTGAGP
YDNGGACGFKNVNLPPFSAMTSCGNQPLFKDGKGCGSCYQIRCVNHPACSGNPETV
MITDMNYYPVAKYHFDLSGTAFGAMAQPGRNNELRHAGIIDIQFRRVPCIYPGQTVT
FHIEHGSNPNYLAVLVEFEDGDGDVVQVDIMEANSGWWTPMRESWGSIWRMDSKR
RLQGPFSLRITNESGERLVAYQVIPANWAPNTYYRSNIQYEAFGSAAGQAIGFGSAVG
LVISSAAGLHTVITGIGLICLVLYHLHGIEVPQF*

CDS (coding sequence)
>SbhrEXPB-27

ATGTCTGCCCAGTGCAAGCTGGTTGCGCTTGGTGCACTGATCTTCTTCCTTCTTGT
CTCGTATGGCTCATGCACTAGGATCGTCAACTTTAATGCCTCCCACATCACGGCG
GATCCCTACTGGGTGGCTGCCAGGGCCACTTGGTATGGTGCGCCAACCGGCGCTG
GCCCCTACGACAACGGTGGCGCTTGTGGGTTCAAGAATGTGAACCTGCCTCCTTT
CTCGGCCATGACATCGTGCGGCAACCAGCCCCTGTTCAAGGATGGCAAGGGCTGT
GGCTCGTGCTACCAGATACGATGCGTCAACCACCCCGCGTGCTCTGGCAACCCGG
AGACGGTGATGATCACCGACATGAACTACTACCCAGTCGCTAAGTACCACTTTGA
CCTCAGCGGCACGGCGTTTGGTGCCATGGCACAGCCCGGCCGCAACAACGAGCTC
CGCCACGCCGGCATCATCGACATCCAGTTCAGGAGGGTGCCCTGCATCTACCCCG
GGCAGACGGTGACCTTCCACATCGAGCACGGCTCAAACCCCAACTACTTAGCAGT
GCTTGTCGAGTTCGAAGACGGCGATGGCGATGTGGTCCAGGTGGACATCATGGA
GGCCAACTCCGGGTGGTGGACGCCGATGCGGGAGTCGTGGGGATCCATCTGGAG
GATGGACTCCAAGCGCCGGCTGCAGGGGCCCTTCTCGCTGCGCATCACCAACGAG
TCCGGCGAGAGGCTGGTGGCTTACCAGGTCATCCCGGCGAACTGGGCGCCCAAC
ACCTACTACCGCTCCAACATCCAGTATGAGGCTTTTGGCTCTGCTGCTGGACAGG
CTATTGGCTTTGGCTCTGCTGTTGGACTGGTCATTAGCTCTGCTGCTGGACTGCAC
ACGGTAATTACCGGCATCATTGGCTTGATCTGTTTGGTATTGTATCATTTGCATGG
GATTGAGGTGCCTCAGTTTTAA



Nucleotide
>ShrEXPB-27

AGCCATGTGACCCCCTACCAAAGAATATCCTGGCTAGGTGCTTCTCGCTGACCAT
CGAAACACAGAGCTTCATGTCTGCCCAGTGCAAGCTGGTTGCGCTTGGTGCACTG
ATCTTCTTCCTTCTTGTCTCGTATGGCTCATGCACTAGGATCGTCAACTTTAATGC
CTCCCACATCACGGCGGATCCCTACTGGGTGGCTGCCAGGGCCACTTGGTATGGT
GCGCCAACCGGCGCTGGCCCCTACGACAACGGTATGTACATGAATGTTGGTGCAT
GGTGCCAGATCGTATATGGCATGCATTGTTGTTGGATGATCTGTAAGCTTTTGTGC
ATGCAGGTGGCGCTTGTGGGTTCAAGAATGTGAACCTGCCTCCTTTCTCGGCCAT
GACATCGTGCGGCAACCAGCCCCTGTTCAAGGATGGCAAGGGCTGTGGCTCGTGC
TACCAGGTACATTACTTGGTCGTACATTACTTGGTTAGAGATACTATTTCTAGGAT
ATCAAGAAGTTCGTTTGTGCTGTTGGCTGTCCTCGTGAAAATGGAAACAGAGACA
GAAAACTAGAGTAACTCCTTTCATTTGTTGCTGATCTTTTTCAGATACGATGCGTC
AACCACCCCGCGTGCTCTGGCAACCCGGAGACGGTGATGATCACCGACATGAACT
ACTACCCAGTCGCTAAGTACCACTTTGACCTCAGCGGCACGGCGTTTGGTGCCAT
GGCACAGCCCGGCCGCAACAACGAGCTCCGCCACGCCGGCATCATCGACATCCA
GTTCAGGAGGTCTGTAAGATGCACTGCTCGTTTCATAGAACCACATGGCAAGCAA
TCTGAAGGCCCTACACCAACAGAATCATACTTCCACTTCACAATTTGGCGTTTTTG
TATGCCTATGGACAAGCCTGTTCCAAATGAAGCATAACATGGCATGTTCCTGTAG
GGTGCCCTGCATCTACCCCGGGCAGACGGTGACCTTCCACATCGAGCACGGCTCA
AACCCCAACTACTTAGCAGTGCTTGTCGAGTTCGAAGACGGCGATGGCGATGTGG
TCCAGGTGGACATCATGGAGGCCAACTCCGGGTGGTGGACGCCGATGCGGGAGT
CGTGGGGATCCATCTGGAGGATGGACTCCAAGCGCCGGCTGCAGGGGCCCTTCTC
GCTGCGCATCACCAACGAGTCCGGCGAGAGGCTGGTGGCTTACCAGGTCATCCCG
GCGAACTGGGCGCCCAACACCTACTACCGCTCCAACATCCAGTATGAGGCTTTTG
GCTCTGCTGCTGGACAGGCTATTGGCTTTGGCTCTGCTGTTGGACTGGTCATTAGC
TCTGCTGCTGGACTGCACACGGTAATTACCGGCATCATTGGCTTGATCTGTTTGGT
ATTGTATCATTTGCATGGGATTGAGGTGCCTCAGTTTTAATTAGCACTTGAGAGGT
GACATGTCAGGTGTCCTACGCTGTAGGTGGTGTTTTGTGTCTTTAGAGATTTGACG
AATGGGATGTCTGCCTGGGCCGTCGTCGGTCCAGAGTTTCATTTTCTCGAAAAAG
AATTTATGAACCCAAATAATTTTCCTATGAATTTCGTTGATTCCTCT






